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PERFORM AT LEAST ONE TEST FORAT

LEAST ONE TARGET FROM A BIOLOGICAL  |™—52

SAMPLE OF DISEASED INDIVIDUAL

54 ey ‘ '
: J
MICRO ARRAY
Yy 3

OTHER MOLECULAR TESTS [~—58

Y v

Y

DETERMINE WHETHER ONE OR MORE

TARGETS EXHIBIT A CHANGE IN ——80

EXPRESSION COMPARED TO A REFERENCE
FOR A SPECIFIC TARGET

Y

[ 36% OR>| 64
CELLS @.OR> | /

¥y v

STAINING FOR
TARGET

7 | Y

50

IDENTIFY Uk OR DOWN REGULATION BY
WHETHER FOLD CHANGE IN EXPRESSION
FOR TARGET RELATIVE TO NORMAL IS SIGN.

AT P<0.001
2

IDENTIFY AT LEAST ONE NON~DISEASE

SPECIFIC AGENT THAT INTERACTS WITH = F—~—7¢

ONE OR MORE TARGETS EXHIBITING A
CHANGE IN EXPRESSION

Y

PROVIDE PATIENT PROFILE REPORT

CONTAINING TEST AND PROPOSED ——3a0

THERAPY/AGENT

FIG.2



PATIENT INFORMATION PHYSICIAN !NFORMATION :
| MO]_ECULAR NAME; SAMPLE PATIENT SOME DOCTOR, M.D.
SEX: FEMALE 1234 E. SOUTH 8T.
PROFILING | poe: /1174 | TUCSON, AX 12345
INST”UTE SON#: 123-45-6789 480-123-4567
REPORT INFORMATION : VER 1.6.2:4-25-06

DATE SPECIMEN RECEIVED: 02/01/2006 DATE REPORTED: 02/09/2006 CASE NO. MP-TN0G-05040
DATE SPECIMEN COLLECTED AT HOST MEDICAL CENTER: 0142412008

SPECIAL STUDIES
RESULTS AND INTERPRETATION

INTERPRETATION:

REVIEW OF PATHOLOGY SLIDES: (RECEIVED FROMMAIN HOSPITAL, TUCSON, AZ, ONE PARAFFIN BLOCK LABELED
M01-123 AND FROZEN TISSUE).

PELVIC AND RETROPERITONEAL TUMOR: INFLAMMATORY MYCFIBROLASTIC TUMOR. 100

_.102 104 106 //

 POSSIBLE AGENTS THAT MIGHT INTERACT WITH CANDIDATE GEINE TARGETS:
ASSAY*  CANDIDATE TARGET  SIGNIFICANT RESULT POSSIBLE AGENT(S)

MICROARRAY NFKBIA {INCREASED 1.76)" VELCADE \

HC - CKIT (NCREASED +2 90%) - GLEEVEC, SUTENT
MICROARRAY  PDGFRA (INCREASED 4.74)* GLEEVEC, SORAFENIB, SUTENT
MICROARRAY GART (INCREASED 1.90)* ALIMTA
MICROARRAY VIR (NCREASED37.30* . CALCITRIOL
MICROARRAY ADA (INCREASED 5.26)" PENTOSTATIN

MICROARRAY TOP4 (INCREASED 2.78)* TOPOTECAN, CAMPTOSAR (CPT11)
MICROARRAY HIFA (INCREASED403)* - AVASTIN, SCRAFENIB. SUTENT
MICROARRAY DNMTH (INCREASED (s VIDAZA (AZACYTIDINE)

HHC = IMMUNOHISTOCHENISTRY
* INCREASED OR DECREASED ARE RELATIVE TO NORMAL CONTRLS,

FIG.3A



MOLECULAR
PROFILING
- INSTITUTE

PATIENT INFORMATION PHYSICIAN INFORMATION
NAME: SAMPLE PATIENT SOME DOCTOR, M.D.
SEX: FEMALE 1234 E. SOUTH ST.
DOB: 61111974 TUCSON, AX 12345
SSN#: 123-45-6789 480-123-4567
REPORT INFORMATION VER 1.6.2:4-25-06

DATE SPECIMEN RECEIVED: 020112006  DATE REPORTED: 020312006 CASE NO. MP-TNOB-05040
DATE SPECIVEN COLLECTED AT HOST MEDICAL CENTER: 01/24i2006

SPECIAL STUDIES

RESULTS AND INTERPRETATION

| . 2
ADVANCED IMMUNOHISTOCHEMICAL ANALYSIS: /
GENE EXPRESSED PROTEIN{| CONCLUSION || SPECIFICITY || INTENSITY || % ||TARGET STATUSY| 400
HERINEU  NEGATIVE A~
ER NEGATIVE Y
PR NEGATIVE
C-KT POSTNE  SPECFIC 2 %0 TARGE
EGFR__ NEGATME |
= " COK-2 ~ NEGATNE
| ANDROGENRECEPTOR _ NEGATE
| (D52 NEGATNE -
PDGFR___ NEGATNE  NON-SPECIFIC
(025 NEGATNE ~,
10— 108 |

24 |HC IN GREATER THAN 30% OF THE TUMOR CELLS HAS BEEN CHOSEN AS A CONSERVATIVE DIVIDING
POINT TOREPORT APCTENTIAL TARGET AS POSITIVE TO HELP INCREASE PHARMACOLOGIC EFFECTIVENESS.

114

MAMUNOHISTOCHEMICAL TEST{I\;; PERFORMED

IL-2 .

NF - KAPPA BETA
THYMIDYLATE SYNTHASE
ERCC3 (HELICASE)
THYMIDINE PHOSPHORYLASE
NGF

MTAP

MAP KINASE PROTEIN
XANTHINE OXIDASE

TOPOISOMERASE
TOPOISOMERASE I

- RETINOIC ACID RECEPTOR

RXR

ORNTTHINE DECARBOXYLASE
SOMATOSTATIN

RAS (MUTATED)
ASPARAGINE SYNTHETASE

MLHS
MOHZ
CD20

P33
CYCLIN Dt
BCL-2
VEGF

FIG.3B



" PATIENT INFORVATION PAYSICIAN INFORVATION
NAME: SANPLE PATIENT SOME DOCTOR, MD.
MOLECULAR | SEX FEMALE || 1234 E. SOUTH ST.
o | DOB: Bitare |TUGSON,AX 12345
PROFILING | sow: 123456789 4801234567
INSTIUTE oot oo VER 16242548
DATESPECHENRECENED,LOVZ06 DATEREPORTED: (2097005 CASENO.MP-THOB 541
DATESPECIENCOLLECTED THOST NEDICALCENTER, 124200
SPECIAL STUDEES
 WICROARRAY RESUTS |
Cucrommvanyss > © ¢ Y
[GENERAT0 EXPRESSIN AVLYS| [GENE_RATD EIPRESOION MALTSS| [GENE_RATO EXPRESSONPAAYSS
R TOR[EEREE] | (R [T NOCWMGE || (Do TS0 NOCHANGE
ESR |09 IUOREPEE]_| 06| 7| NOCRAVGE || (D0 [ 500 NOCHANGE
PR TL0IIORETES) | (WAL | L MOCHANGE || [cOEE | SO6{DERERREND
VEor T3 II0REPED] | VAL 122 NOCANIGE || D [ S06] NOCHAGE
T T0s[OREPES] | [ [ L[ NOCAMGE || (20 | 119 MO CBANGE
POGEC [0S DORERES | || T NOCHANGE || [LIL | 310 NOCHANGE
IRARE. |62 NOCRAVGE || [1oPok 42 NOCHANGE || {FT0_| 340 NOCHANGE
TOPsE |2 TROREsSa,| [IOROT| 142 ROCHAGE || [c0 | S8/ OERERESS)
RET [160] NOCANGE || [ASNS [T NOCRAVGE || [HFIA_| 36 OREmiEss
FRBE7 [ 160] NOCHANGE || (DT [15([ORERESED] | [HFIA [ 10| O chAESsD
ERCCS 07| NOCHANGE || VPG | L7 NOCHANGE | | [HFA_| 318 OIRDRESSY
L2 TUTI| NOCRGE || [NFiGlk [170moresD] | [HFiA | 300 0R0Ress)
POGERE L8| WOCHANGE || s, [ 101 HOCHANGE | | [HFA_[ 300 OiRORese
0 [000] WOCHNE || [ReA [1B[ MOCHIGE | | [AFin | oOmERESs)
oSTPT |0 NOCHAIGE || [G4T [ 190[0RBMESSD] | HFtA | 33 UREIRESS)
SPARC [092] NOCHANGE || [cOVEZ [ Z B[ORROMESED] | HFIA [ 397/ OEREIRESS]
PDACH |05 NOCHAGE || (70 [ 218 NOCHANGE | | [AFtA_[ D[ RERRESSD
FOLA [0%8] NOGHAGE || [FOIRZ | 22{[ORBMESED] | A 3 OIRDRRESSD
st [0%] NOCHAYGE || |70 | 7] NOCHAIGE | | [OGEA| 4T 0RO
(S T105] NOGHANGE || [10PL | 278[0RBMESED] | [Tk | 4Si OIRORESS)
VESE [1L00] NOGRANGE || (WS _[286] NOCHMNGE || L% [ NOCHANGE
SSRT L] NOGHWGE || [0 2] NOGRRGE || A | S[OIRERIESSD
PTEN T NOGRANGE L |Z4% T2l WoCkmeE || [T0PZC | 924 NOCHANGE
VIS (2 B[ DEREMESS]
0813 [ 0REPESD

“NO CHANGE' INDICATES THAT THERE 5 NO DIFFERENCE IN EXPRESSION FOR THIS GENE BETWEEN THE TUMOR AND CONTROL
TISSUES AT A SIGNIFICANCE LEVEL OF P<=0,001, A SIGNIFICANCE LEVEL OF P<=0.001 HAS BEEN CHOSEN SINCE GENES PASSING
THIS THRESHOLD CAN BE VALIDATED AS DIFFERENTIAI:L_EYlE)gESSED BY ALTERNATIVE METHODS APPROXIMATELY 5% OF THE TIME.



100

/

PATIENT: SAMPLE PATIENT CASE NO. MP-TNOB-05040 DATE REPORTED: 20912006

"~ CLINICAL INFORMATION

CL!NICAL HISTORY
THE PATIENT WAS DIAGNOSED WITH INFLAMAT ORY MYOFIBROBLASTIC TUMOR IN FEB, 2004. AT THAT TIME A LARGE

MASS WAS REMOVED FROM HER ABDOMEN. THE PATIENT NOW HAS RECURRENT MASSES ON HER LEFT UPPER QUADRANT
120 ANDIN THE PELVIS, PER THE PATIENT CHART, DR SOME REVIEWED THIS CASE WITHDR VON HOFF ANDIT WAS AGREED
~ THATPERFORMING DNAMICROARRAY AND HC TESTING ONTHIS PATIENT MAY PROVIDE INSIGHT INTO FURTHER TREATMENT
OPTIONS.

SPECIMENS SUBMITTED
RECEIVED FROM NAI HOSPITAL TUCSON,AZ, ONE PARAFFINBLOCK LABELED HOt-23AND FROZEN TISSUE WTH THE
ACCONPANING SURGICAL PATHOLOGY REPORT,
122

DISCLAIMER

THESE TESTS WERE DEVELOPED BY MOLECULAR PROFILING AND THEIR PERFORMANCE CHARACTERISTICS DETERMINED
BY MOLECULAR PROFILING. IT HAS NOT BEEN CLEARED OR APPROVED BY THE U5, FOOD AND DRUG ADMINISTRATION
FDA% THESE TESTS ARE PERMITTED FOR GLINICAL PURPOSES AND SHOULD NOT BE REGARDED AS PURELY
VESTIGATIONAL OR FOR RESEARCH MOLECULAR PROFILING 1S CERTIFIED UNDER THE CLINICAL LABORATORY
IMPROVEMENT AMENDMENTS OF 1988 (CLIA) AS QUALIFIED TO PERFORM HIGH-COMPLEXITY CLINICAL TESTING.

DECISIONS REGARDING CAREAND TREATMENT SHOULD NOT BE BASED ON A SINGLE TEST SUCH AS THIS TEST. RATHER
DECISIONS ON CARE AND TREATMENT SHOULD BE BASED ON THE INDEPENDENT MEDICAL JUDGMENT OF THE TREATING
PHYSICIAN TAKING INTO CONSIDERATION ALLAVAILABLE INFORMATION CONCERNING THE PATIENT'S CONDITION,
INCLUDING OTHER LABORATORY TESTS, INACCORDANCE WITH THE STANDARD OF CARE INA GIVEN COMAURITY

“THE FINDING OF A TARGET DOES NOT NECESSARILY INDICATE PHARMACOLOGIC EFFECTIVENESS,

ROBERT ). PENNY MD@’ 0/ PTHOLOGST AN NEDICALDRECTOR. DATE

FIG.3D
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< FILENEKER PRO - (NPT DATABASE 7-20-04.FP5
WWQ@'- %4 T@RT %‘M@WM%M ~ B%E T

PAGE 30 4
PR ORI J ol
NAE: BATTENT SUPLE ;W;\N PRYSTUN
MOLECULAR) % s LR
- |PROFILING | g 1340919 I |
INSTITUTE  {REFORTIFCRIATON TR s

DATE SPECIMEN RECEIVED:  DATE REPORTED:  _CASE NO.MP-TNOG-05188
DATE SPECIVEN COLLECTED AT HOST MEDIGAL CENTER

SPECIAL STUDIES

MICROARRAY RESULTS
MICROARRAY ANALYSIS: »
ENE R UN)E TNWNEN (ESZNE RATIJEX?Q TEN*MLS]SEE?E TgEX!;IHE 0N AT
; i M A i AR
POGFRAI0 35 NEREIFReSSE) INE {0961 OCBAG ZAPT0 1120 NOCHRGE
TXNRDI040 MGG TR 10 MOGAGE EGER | 1.4 OGN
ASPCA 1049 |NCEREIPRESED GECITOT] MR [ | [RARA 1290 OURAMGE
LN I T
EA 10 S0IATER e PIEN JL05 NOCRRNGE | 1COWR2L 130 MGG
AFIA | D501 ATEREIFRESS P70 105 ] HOTAGE Aol 13 MOkt
3 TR A A A K I
TR A0 T e
e SliEie amous
i of JURILREATAES el g LU 40 HANG
AFA 1052 JIDEREIPRES OES? 11061 WOCEARGE OGER | 1471 MOCHAGE
HFA ORI ATV WG LT KU
HFA {053 MEREIPRESSED RE 1071 OO ERgB 1§ 160K QVEREIFRESSED
HFA_| 053 RHEREIPRES 0033 11081 MOGANGE TLRA T WOl
TOFC_{OSIMDRREmessiey | (2P0 120 WOURGE | | VHL 1176 R EURER)
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*NO CHANGE' INDICATES THAT THERE IS NO DIFFERENCE IN EXPRESSION FOR THIS GENE BETWEEN
THE TUMOR AND CONTROL TISSUES AT ASIGNIFICANCE LEVEL OF Pe=0.001, ASIGNIFICANCE LEVEL
OF P<=0.001 HAS BEEN CHOSEN SINCE GENES PASSING THIS THRESHOLD CAN BE VALIDATED AS
DIFFERENTIALLY PRESSED BY ALTERNATIVE METHODS APPROXIMATELY 95% OF THE TIME.
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FIG. 26A

Tumor Type
Adipose tissue,
if not available use Adrenal Gland —
Adipose (13) fibroblast (1) Adrenal Cortex (18) Adrenal Gland (1) Medulla (15) Appendix (5)
biomarker biomarker biomarker biomarker biomarker % in biomarker
flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor

THE target type target type target type target type target type target type
Androgen Receptor 0.0% 0.0% 1 1.79% 0.00% 1 2.22% 0.00%
c-kit 3 10.0% 0.0% 4 7.14% 0.00% 7 15.56% 1 8.33%
CD25 0.0% 0.0% 0.00% 0.00% 0.00% 0.00%
CD52 0.0% 0.0% 1 1.79% 0.00% 0.00% 0.00%
COX-2 0.0% 0.0% 0.00% 0.00% 0.00% 0.00%
Cyclin D1 0.0% 0.0% 0.00% 0.00% 0.00% 0.00%

EGFR 5 16.7% 1 25.0% 9 16.07% 1 33.33% 3 67.67% 2 16.67
ER 0.0% 0.0% 0.00% 0.00% 0.00% 0.00%
Her2/Neu 0.0% 0.0% 0.00% 0.00% 2 4.44% 0.00%
HSP90 7 23.3% 0.0% 8 14.29% 0.00% 10 22.22% 4 33.33%
MLH1 0.0% 0.0% 0.00% 0.00% 1 2.22% 0.00%
MSH?2 1 3.3% 1 25.0% 2 3.57% 0.00% 2 4.44% 0.00%
PDGFR 7 0.0% 0.0% 1 1.79% 0.00% 8 17.78% 3 25.00%
PR 0.0% 0.0% 8 14.29% 1 33.33% 1 2.22% 0.00%
PTEN 0.0% 0.0% 1 1.79% 0.00% 0.00% 0.00%
RRM1 0.0% 0.0% 0.00% 0.00% 0.00% 0.00%
SPARC 7 23.3% 1 25.0% 17 30.38% 1 33.33% 3 6.67% 1 8.33%
Sutvivin 0.0% 0.0% 0.00% 0.00% 0.00% 0.00%
TOP2A 0.0% 1 25.0% 4 7.14% 0.00% 7 15.56% 1 8.33%

0.0% 0.0%
0
Biomarkets Flagged ag
Target for Tumor Type

Sampleg 30 100:00% 4 100:00% 36 100:00% 3 100:00% 45 100:00% 12 100:00%




FIG. 26B

Bone if you have it

Bladder (7) Blood Vessel Vain (4) Bone (2) if not Cartilage (1) Brain (2) Breast (99) Cartilage (5)
# of times
biomarker % in biomarker % in biomarker % in biomarker % in biomarker
biomarker tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor biomarker tumor
flagged as type target type target type target type target type target type flagged as type

1 5.26% 0.00% 0.00% 0.00% 0.00% 36 9.81% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 34 9.26% 2 10.53%
0.00% 0.00% 0.00% 0.00% 0.00% 1 0.27% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5 26.32% 1 16.67% 0.00% 1 50.00% 2 33.33% 36 9.81% 2 10.53%
0.00% 0.00% 0.00% 0.00% 0.00% 27 7.36% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 28 7.83% 0.00%
3 15.79% 0.00% 0.00% 0.00% 0.00% 60 16.35% 3 15.79%
0.00% 0.00% 1 33.33% 0.00% 0.00% 1 0.27% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 6 1.63% 0.00%
1 5.26% 1 16.67% 0.00% 0.00% 2 33.33% 35 9.54% 4 21.05%
0.00% 0.00% 0.00% 0.00% 0.00% 15 4.09% 2 10.53%
2 10.53% 0.00% 0.00% 0.00% 0.00% 1 0.27% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
2 10.53% 3 50.00% 2 66.67% 1 50.00% 2 33.33% 41 11.17% 5 26.32%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5 26.32% 1 16.67% 0.00% 0.00% 0.00% 46 12.53% 1 5.26%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
19 100:00% 100:00% 100.00% 2 100:00%: 6 100:00% 367 100.00% 100:00%%




FIG. 26C

Dendritic cells can be
found in skin, the spleen,
lymph node. Let’s get
Mike Bittner’s take on site | Difficult origin to define.
Cervix (10) Colon (67) Colon Sigmoid (1) of origin (1) Try skeletal muscle (1) Endometrium (3) Esophagus
# of times # of times # of times
biomarker biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker
flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as
target type target type target type target type target type target type target
0.00% 1 0.47% 0.00% 0.00% 0.00% 0.00%
3 9.38% 32 15.09% 1 20.00% 0.00% 0.00% 0.00%
1 3.13% 1 0.47% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 0.47% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
4 12.50% 38 17.92% 1 20.00% 1 33.33% 0.00% 1 11.11% 6
0.00% 1 0.47% 0.00% 0.00% 0.00% 1 11.11%
2 6.25% 5 2.36% 0.00% 0.00% 0.00% 0.00% 3
7 21.88% 40 18.87% 1 20.00% 0.00% 1 25.00% 3 33.33% 5
1 3.13% 0.00% 0.00% 0.00% 0.00% 0.00%
1 3.13% 3 1.42% 0.00% 0.00% 0.00% 0.00%
2 6.25% 26 12.26% 1 20.00% 0.00% 1 25.00% 0.00% 1
2 6.25% 2 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 3 1.42% 0.00% 0.00% 0.00% 2 22.22%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
2 6.25% 20 9.43% 0.00% 1 33.33% 1 25.00% 0.00% 5
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
7 21.88% 39 18.40% 1 20.00% 1 33.33% 1 25.00% 2 22.22% 8
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
32 100:00% 212 100:00% 5 100:00% 3 100:00% 4 100:00% 9 100:00% 28




FIG. 26D

S Fallopian Tube (3) Fibroblast (7) Gallbladder (5) Kidney (14) Larynx (3) Liver (1) Lung (74) Lymph Node (9)
%in | biomarker| %in | biomarker| %in |biomarker| %in | biomarker biomarker biomarker % in
tumor | flagged as | tumor | flaggedas | tumor |flaggedas| tumor |flaggedas| tumor |flaggedas| tumor [ flaggedas| tumor times tumor | biomarker | tumor
type target type target type target type target type target type target type biomark type flagged as type
0.00% 0.00% 0.00% 0.00% 5 11.90% 0.00% 0.00% 4 1.79% 0.00%
0.00% 0.00% 0.00% 1 5.88% 3 7.14% 0.00% 0.00% 26 11.81% 0.00%
0.00% 1 11.11% 0.00% 0.00% 0.00% 0.00% 0.00% 1 0.45% 27.27%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 2 0.89% %
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 4 1.79% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
21.43% 1 11.11% 1 6.25% 5 29.41% 13 30.95% 3 25.00% 0.00% 55 24.55% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
10.71% 0.00% 0.00% 1 5.88% 0.00% 0.00% 0.00% 7 3.13% 0.00%
17.86% 1 11.11% 2 12.50% 3 17.65% 7 16.67% 3 25.00% 0.00% 30 13.39% 5 22.73%
0.00% 0.00% 0.00% 0.00% 1 2.38% 1 8.33% 0.00% 3 1.34% 0.00%
0.00% 1 11.11% 0.00% 1 5.88% 1 2.38% 1 8.33% 0.00% 4 1.79% 1 4.55%
3.57% 1 11.11% 2 12.50% 1 5.88% 3 7.14% 0.00% 1 50.00% 28 12.50% 2 9.09%
0.00% 0.00% 2 12.50% 0.00% 1 2.38% 0.00% 0.00% 5 2.23% 0.00%
0.00% 0.00% 1 6.25% 0.00% 0.00% 0.00% 0.00% 2 0.89% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
17.86% 0.00% 5 31.25% 3 17.65% 8 19.05% 1 8.33% 1 50.00% 25 11.16% 1 4.55%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
28.57% 3 33.33% 3 18.75% 2 11.76% 0.00% 3 25.00% 0.00% 28 12.50% 5 22.73%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
100:00% 9 100.00% 16 100:00% 17 160.00% 42 100:00% 12 100:00% 2 100:00% 224 100:00% 22 100.00%




FIG. 26E

Prostate
Melanocytes (22) Mesothelial Lining (6) | Myoepithilial cells (1) Osteoblasts (2) Ovary (40) Pancreas (33) Parotid (2) 6)
biomarker % in biomarker % in biomarker % in biomarker % in biomarker biomarker biomarker biomarker
flagged as | tumor | flaggedas | tumor | flaggedas | tumor | flaggedas | tumor | flaggedas | tumor | flaggedas | tumor | flaggedas | tumor | flagged as
target type target type target type target type target type target type target type target
0.00% 0.00% 0.00% 0.00% 14 10.14% 2 0.00% 2 40.00% |5
9 20.45% 1 4.76% 1 25.00% 0.00% 6 4.35% 2.35% 0.00% (2
0.00% 9.52% 0.00% 0.00% 2 1.45% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 11.11% 0.00% 0.00% 0.00%
0.00% 5 23.81% 1 25.00% 1 0.00% 16 11.59% 28 32.94% 0.00% [3
0.00% 1 4.76% 0.00% 0.00% 22 15.94% 0.00% 0.00%
0.00% 0.00% 0.00% 11.11% 7 5.07% 0.00% 1 20.00% |1
11 25.00% 2 9.52% 0.00% 1 0.00% 22 15.94% 16 18.82% 0.00% [4
0.00% 1 4.76% 0.00% 0.00% 0.00% 0.00% 0.00%
1 2.27% 1 4.76% 0.00% 22.22% 2 1.45% 3 3.53% 0.00% [1
5 11.36% 2 9.52% 0.00% 11.11% 7 5.07% 10 11.76% 0.00% [4
0.00% 0.00% 1 25.00% 1 0.00% 9 6.52% 2 2.35% 0.00%
0.00% 0.00% 0.00% 0.00% 1 0.72% 1 1.18% 0.00%
0.00% 0.00% 0.00% 22.22% 0.00% 1 1.18% 0.00%
15 34.09% 5 23.81% 1 25.00% 2 0.00% 12 8.70% 14 16.47% 1 20.00% |3
0.00% 0.00% 0.00% 22.22% 0.00% 0.00% 0.00%
3 6.82% 1 4.76% 0.00% 2 0.00% 18 13.04% 8 9.41% 1 20.00% |2
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
44 100:00% 21 100:00% 4 100:00% 9 100:00% 138 100:00% 85 100:00% 3 100:00%::[25




FIG. 26F

Smooth Muscle such
as smooth muscle from
the intestine without
the epithelium, ditto
for the uterus
6) Salivary Gland (5) Sinus tissue (1) Skeletal Muscles (2) Skin (5) Small Intestine (4) smooth muscle (3) ie no endometrium (1)
# of times
biomarker % in biomarker biomarker biomarker biomarker % in
tumor | biomarker | tumor | flaggedas | tumor | flaggedas [ tumor | biomarker | tumor | flaggedas| tumor | flaggedas | tumor | flaggedas | tumor
type flagged as type target type target type flagged as type target type target type target type

20.00% 0.00% 0.00% 0.00% 1 6.25% 1 9.09% 1 7.14% 0.00%
8.00% 3 13.64% 1 20.00% 1 12.50% 0.00% 3 27.27% 1 7.14% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
12.00% 3 13.64% 1 20.00% 0.00% 5 31.25% 3 27.27% 2 14.29% 1 50.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
4.00%% 1 4.55% 0.00% 0.00% 1 6.25% 0.00% 0.00% 0.00%
16.00% 18.18% 1 20.00% 2 25.00% 1 6.25% 1 9.09% 1 7.14% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 1 7.14% 0.00%
4.00% 0.00% 0.00% 0.00% 1 6.25% 0.00% 1 7.14% 0.00%
16.00% 3 13.64% 1 20.00% 1 12.50% 1 6.25% 1 9.09% 1 7.14% 0.00%
0.00% 1 4.55% 0.00% 1 12.50% 0.00% 0.00% 1 7.14% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
12.00% 5 22.73% 1 20.00% 2 25.00% 4 25.00% 0.00% 3 21.43% 1 50.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
8.00% 2 9.09% 0.00% 1 12.50% 2 12.50% 2 18.18% 2 14.29% 0.00%
0.00% 0.00 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
100:00% 22 100.00% 5 100:00% 8 100:00% 16 100.00% 1l 100:00% 14 100:00% 2 100.00%




FIG.

26G

Smooth muscle such as
Uterine wall but not
uterine lining i.e., not

Synovium or

endometrium (1) Stomach (6) Synovium (1) joint lining tissue (1) Tendon (1) Testis (1) Thymus (2)
# of times # of times
biomarker % in % in biomarker % in biomarker % in biomarker % in biomarker
flagged as tumor biomarker tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor biomarker tumor
target type flagged as type target type target type target type target type flagged as type
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 2 40.00%
0.00% 1 5.88% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 4 23.53% 1 20.00% 1 100.00% 0.00% 1 50.00% 2 40.00%
1 20.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
1 20.00% 1 5.88% 1 20.00% 0.00% 0.00% 1 50.00% 0.00%
0.00% 3 17.65% 1 20.00% 0.00% 0.00% 0.00% 1 20.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
1 20.00% 1 5.88% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 4 23.53% 1 20.00% 0.00% 0.00% 0.00% 0.00%
1 20.00% 1 5.88% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
1 20.00% 0.00% 1 20.00% 0.00% 1 100.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 2 11.76% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5 100:00% 17 100:00% 5 100:00% 1 100:00% 1 100:00% 2 100:00% 5 100:00%




FIG. 26H

Thyroid (4) Uterus (3) Uterus:corpus (10) Overall
# of times
biomarker % in
biomarker tumor biomarker tumor flagged as tumor
flagged as type flagged as type target type

0.00% 0.00% 3 6.67% 78 4.5% Androgen Receptor
0.00% 0.00% 0.00% 148 8.6% o —kit
0.00% 0.00% 0.00% 11 0.6% CD25
0.00% 0.00% 0.00% 9 0.5% CD52
0.00% 0.00% 0.00% 5 0.3% COX-2
0.00% 0.00% 0.00% 0 0.0% Cyclin D1

2 25.00% 1 12.50% 6 13.33% 284 16.6% EGFR

1 12.50% 1 12.50% 4 8.89% 60 3.5% ER

1 12.50% 0.00% 0.00% 64 3.7% Her2/Neu

2 25.00% 1 12.50% 8 17.78% 285 16.6% HSP90
0.00% 0.00% 0.00% 11 0.6% MLH1
0.00% 0.00% 0.00% 37 2.2% MSH2
0.00% 1 12.50% 4 8.89% 179 10.4% PDGFR

1 12.50% 1 12.50% 2 4.44% 61 3.6% PR
0.00% 0.00% 0.00% 14 0.8% PTEN
0.00% 0.00% 0.00% 1 0.1% PRMI

1 12.50% 2 25.00% 10 22.22% 244 14.2% SPARC
0.00% 0.00% 0.00% 0 0.0% Survivin
0.00% 1 12.50% 8 17.78% 224 13.1% TOP2A
0.00% 0.00% 0.00% 0 0.0% Topoisomerase II alpha

8 T00:00% 8 100:00% 45 100:00% 1715

0




FIG. 27A

Tumor Type
Adipose tissue,
if not available use Adrenal Gland —
Gene Name (Microarray) Adipose (13) fibroblast (1) Adrenal Cortex (18) Adrenal Gland (1) Medulla (15) Appendix (5)
# of times # of times # of times # of times # of times # of times
biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in
flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor
Gene target type target type target type target type target type target type
ADA 3 2.75% 1 11.11% 4 3.28% 0.00% 9 5.59% 2 3.23%
AR 0.00% 0.00% 1 0.82% 0.00% 1 0.62% 0.00%
ASNS 4 3.67% 0.00% 6 4.92% 0.00% 0.00% 1 1.61%
ASNS 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
BRCAlL 1 0.92% 0.00% 0.00% 0.00% 0.00% 4 6.45%
BRCA2 0.00% 0.00% 0.00% 0.00% 0.00% 3 4.84%
CD52 0.00% 0.00% 1 0.82% 0.00% 0.00% 0.00%
CDW52 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
CES2 2 1.83% 0.00% 1 0.82% 0.00% 1 0.62% 1 1.61%
CES2* 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
DCK 5 4.59% 1 11.11% 7 5.74% 1 10.00% 9 5.59% 0.00%
DHFR 0.00% 0.00% 0.00% 0.00% 0.00% 1 1.61%
DMNT1 4 3.67% 0.00% 2 1.64% 0.00% 8 4.97% 0.00%
DMNT3A 5 4.59% 1 11.11% 7 5.74% 0.00% 9 5.59% 0.00%
DMNT3B 11 10.09% 1 11.11% 10 8.20% 0.00% 14 8.70% 0.00%
EGFR 1 0.92% 0.00% 6 4.92% 0.00% 1 0.62% 1 1.61%
EPHA?2 2 1.83% 0.00% 1 0.82% 0.00% 1 0.62% 2 3.23%
ERBB2 0.00% 0.00% 0.00% 0.00% 1 0.62% 0.00%
ESR1 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
FLT1 0.00% 0.00% 0.00% 1 10.00% 1 0.62% 1 1.61%
GART 10 9.17% 0.00% 1 0.82% 0.00% 4 2.48% 2 3.23%
GNRH1 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
HIF1A 3 2.75% 0.00% 7 5.74% 0.00% 0.00% 3 4.84%
HSP90AA1L 0.00% 0.00% 0.00% 0.00% 0.00% 1 1.61%
HSPCA 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
IL2RA 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
KDR 0.00% 0.00% 1 0.82% 0.00% 2 1.24% 1 1.61%
KIT 0.00% 0.00% 4 3.28% 0.00% 6 3.73% 0.00%
LCK 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
MGMT 3 2.75% 0.00% 4 3.28% 1 10.00% 3 1.86% 1 1.61%
MLH1 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
MSH2 1 0.92% 0.00% 0.00% 0.00% 0.00% 0.00%
NFKB1 4 3.67% 1 11.11% 3 2.46% 1 10.00% 9 5.59% 3 4.84%
NFKB2 4 3.67% 0.00% 0.00% 1 10.00% 3 1.86% 2 3.23%
NFKB1A 2 1.83% 0.00% 4 3.28% 0.00% 14 8.70% 1 1.61%
PDGFC 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
PDGFRA 2 1.83% 0.00% 0.00% 0.00% 0.00% 1 1.61%
PDGFRB 1 0.92% 1 11.11% 1 0.82% 1 10.00% 5 3.11% 4 6.45%
PGR 0.00% 0.00% 4 3.28% 0.00% 0.00% 0.00%
PTEN 1 0.92% 0.00% 0.00% 0.00% 0.00% 0.00%
PTGS2 6 5.50% 0.00% 0.00% 0.00% 0.00% 1 1.61%
RARA 0% 0.00% 0.00% 0.00% 0.00% 0.00%
RRM1 2 1.83% 0.00% 0.00% 0.00% 0.00% 2 3.23%
RRM2 0.00% 0.00% 0.00% 0.00% 0.00% 4 6.45%
RRM2B 1 0.92% 0.00% 2 1.64% 0.00% 7 4.35% 1 1.61%
RXRG 1 0.92% 0.00% 0.00% 0.00% 2 1.24% 0.00%
SPARC 8 7.34% 1 11.11% 14 11.48% 1 10.00% 2 1.24% 1 1.61%
SPARC* 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
SRC 2 1.83% 0.00% 1 0.82% 0.00% 1 0.62% 1 1.61%
SSTR1 1 0.92% 0.00% 2 1.64% 0.00% 4 2.48% 2 3.23%
SSTR2 0.00% 0.00% 0.00% 0.00% 3 1.86% 0.00%
SSTR3 2 1.83% 0.00% 2 1.64% 0.00% 8 4.97% 3 4.84%
SSTR4 1 0.92% 0.00% 1 0.82% 0.00% 4 2.48% 1 1.61%
SSTRS 1 0.92% 0.00% 4 3.28% 0.00% 4 2.48% 0.00%
TOP1 4 3.67% 1 11.11% 4 3.28% 1 10.00% 4 2.48% 1 1.61%
TOP2A 1 0.92% 1 11.11% 4 3.28% 1 10.00% 7 4.35% 3 4.84%
TOP2B 4 3.67% 0.00% 1 0.62% 0.00% 12 7.45% 0.00%
TYMS 1 0.92% 0.00% 0.00% 0.00% 0.00% 3 4.84%
VDR 2 1.83% 0.00% 0.00% 1 10.00% 1 0.62% 1 1.61%
VEGF 1 0.92% 0.00% 0.00% 0.00% 0.00% 0.00%
VEGFA 1 0.92% 0.00% 3 2.46% 0.00% 0.00% 2 3.23%
VHL 1 0.92% 0.00% 5 4.10% 0.00% 0.00% 1 1.61%
YES1 0.00% 0.00% 3 2.46% 0.00% 1 0.62% 0.00%
ZAP7 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
Total Number of DVA:
Biotharkers Flageed as
Target forTumor Type
Samples 109 100.00% 9 100:00% 122 99:18% 10 100:00% 161 100:00% 82 100.00%




FIG. 27B

Bone if you have it

Bladder (7) Blood Vessel Vain (4) Bone (2) if not Cartilage (1) Brain (2) Breast (100) Cartilage (5)
# of times # of times # of times # of times # of times
# of times % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in # of times % in
biomarker tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor biomarker tumor
flagged as type target type target type target type target type target type flagged as type
4 4.94% 2 4.35% 2 7.41% 0.00% 0.00% 42 3.63% 3 4.84%
1 1.23% 0.00% 0.00% 0.00% 0.00% 27 2.33% 0.00%
0.00% 1 2.17% 1 3.70% 1 9.09% 2 6.67% 5 0.43% 1 1.61%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 9 0.78% 1 1.61%
0.00% 0.00% 0.00% 0.00% 0.00% 62 5.35% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 1 0.09% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
1 1.23% 3 6.52% 0.00% 0.00% 0.00% 21 1.81% 1 1.61%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5 6.17% 0.00% 0.00% 0.00% 0.00% 30 2.59% 3 4.84%
0.00% 0.00% 0.00% 0.00% 0.00% 18 1.55% 1 1.61%
1 1.23% 0.00% 0.00% 9.09% 0.00% 2 0.17 1 1.61%
4 4.94% 0.00% 1 3.70% 1 9.09% 2 6.67% 8 0.69% 0.00%
3 3.70% 3 6.52% 2 7.41% 0.00% 1 3.33% 13 1.12% 2 3.23%
1 1.23% 0.00% 0.00% 0.00% 1 3.33% 4 0.35% 1 1.61%
2 2.47% 0.00% 0.00% 0.00% 1 3.33% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 10 0.86% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 29 2.50% 0.00%
0.00% 0.00% 2 7.41% 0.00% 2 6.67% 18 1.55% 0.00%
4 4.94% 1 2.17% 0.00% 1 9.09% 2 6.67% 22 1.90% 2 3.23%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
6 7.41% 1 2.17% 0.00% 1 9.09% 2 6.67% 15 1.30% 4 6.45%
2 2.47% 0.00% 0.00% 0.00% 0.00% 7 0.60% 1 1.61%
0.00% 0.00% 0.00% 0.00% 0.00% 7 0.60% 1 1.61%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 2.17% 1 3.70 0.00% 0.00% 12 1.04% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 23 1.99% 2 3.23%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
6 7.41% 0.00% 2 7.41% 1 9.09% 1 3.33% 56 4.84% 3 4.84%
1 1.23% 0.00% 0.00% 0.00% 0.00% 1 0.09% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 31 2.68% 0.00%
2 2.47% 4 8.70% 0.00% 0.00% 1 3.33% 33 2.85% 1 1.61%
0.00% 3 6.52% 2 7.41% 0.00% 1 3.33% 21 1.81% 2 3.23%
2 2.47% 3 6.52% 2 7.41% 1 9.09% 1 3.33% 55 4.75% 3 4.84%
0.00% 0.00% 0.00% 0.00% 0.00% 1 0.09% 0.00%
0.00% 1 2.17% 0.00% 0.00% 2 6.67% 5 0.43% 1 1.61"
0.00% 2 4.35% 0.00% 1 9.09% 2 6.67% 48 4.15% 3 4.84%
0.00% 0.00% 0.00% 0.00% 0.00% 10 0.86% 0.00%
1 1.23% 00.0% 0.00% 0.00% 0.00% 1 0.09% 0.00%
2 2.47% 1 2.17% 2 7.41% 0.00% 0.00% 15 1.30% 3 4.84%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 4 0.35% 0.00%
0.00% 1 2.17% 0.00% 0.00% 0.00% 48 4.15% 0.00%
0.00% 0.00% 1 3.70% 0.00% 0.00% 15 1.30% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 2 0.17% 0.00%
2 2.47% 3 6.52% 1 3.70% 1 9.09% 2 6.67% 16 1.38% 3 4.84%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 3 6.52% 0.00% 0.00% 0.00% 32 2.76% 1.61%
2 2.47% 0.00% 0.00% 0.00% 0.00% 42 3.63% 1 1.61%
0.00% 2 4.35% 2 7.41% 0.00% 0.00% 12 1.04% 0.00%
5 6.17% 3 6.52% 1 3.70% 0.00% 0.00% 74 6.39% 3 4.84
2 2.47% 0.00% 0.00% 0.00% 0.00% 27 2.33% 1 1.61%
0.00% 0.00% 0.00% 0.00% 1 3.33% 23 1.99% 3 4.84%
7 8.64% 2 4.35% 1 3.70% 0.00% 1 3.33% 26 2.25% 0.00%
6 7.41% 1 2.17% 0.00% 0.00% 0.00% 34 2.94% 1 1.61%
2 2.47% 0.00% 2 7.41% 1 9.09% 1 3.33% 18 1.55% 2 3.23%
0.00% 0.00% 0.00% 0.00% 0.00% 29 2.50% 0.00%
4 4.94% 0.00% 0.00% 1 9.09% 2 6.67% 67 5.79% 5 8.06%
0.00% 0.00% 0.00% 0.00% 0.00% 1 0.09% 0.00%
1 1.23% 3 6.52% 2 7.41% 0.00% 2 6.67% 15 1.30% 1 1.61%
1 1.23% 0.00% 0.00% 0.00% 0.00% 0.00% 1 1.61%
1 1.23% 2 4.35% 0.00% 0.00% 0.00% 11 0.95% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
81 100.00% 16 T0000% 77 100.00% it 10000% 30 100.00% 1138 100.00% 32 T0000% |




FIG. 27C

Dendritic cells can be
found in skin, the spleen,
lymph node. Let’s get
Mike Bittner’s take on site | Difficult origin to define.
Cervix (10) Colon (66) Colon Sigmoid (1) of origin (1) Try skeletal muscle (1) Endometrium (3) Esophagus
# of times # of times # of times # of times # of times # of times
biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker
flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor flagged as
target type target type target type target type target type target type target
5 4.46% 20 3.08% 0.00% 12.50% 0.00% 2 4.88% 5
0.00% 1 0.15% 0.00% 0.00% 0.00% 0.00%
0.00% 3 0.46% 0.00% 0.00% 0.00% 1 2.44% 1
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 10 1.54% 0.00% 0.00% 0.00% 0.00%
0.00% 12 1.85% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5 4.46% 3 0.46% 0.00% 0.00% 0.00% 2 4.88% 5
0.00% 3 0.46% 1 7.14% 0.00% 0.00% 0.00%
3 2.66% 2 0.31% 0.00% 0.00% 1 6.25% 1 2.44% 1
5 4.46% 27 4.16% 0.00% 0.00% 0.00% 2 4.88% 6
9 8.04% 32 4.93% 1 7.14% 1 12.50% 1 6.25% 3 7.32% 8
1 0.89% 9 1.39% 1 7.14% 1 12.50% 0.00% 1 2.44% 4
0.00% 3 0.46% 0.00% 0.00% 0.00% 2 4.88%
2 1.79% 1 0.15% 0.00% 0.00% 0.00% 0.00% 3
0.00% 1 0.15% 0.00% 0.00% 0.00% 0.00%
0.00% 24 3.70% 0.00% 0.00% 0.00% 0.00% 2
10 8.93% 30 4.62% 0.00% 1 12.50% 1 6.25% 2 4.88% 3
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
3 2.68% 29 4.47% 0.00% 0.00% 1 6.25% 2 4.88% 7
4 3.57% 15 2.31% 0.00% 0.00% 1 6.25% 2 4.88% 4
1 0.89% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 6 0.92% 0.00% 0.00% 0.00% 0.00%
0.00% 3 0.46% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
4 3.57% 21 3.24% 1 7.14% 1 12.50% 1 6.25% 0.00% 9
0.00% 2 0.31% 0.00% 0.00% 1 6.25% 1 2.44%
0.00% 2 0.31% 0.00% 0.00% 0.00% 0.00%
3 2.68% 22 3.39% 1 7.14% 0.00% 0.00% 1 2.44% 3
0.00% 9 1.39% 0.00% 0.00% 0.00% 1 2.44% 2
5 4.46% 26 4.01% 1 7.14% 0.00% 1 6.25% 3 7.32% 1
0.00% 1 0.15% 0.00% 0.00% 0.00% 0.00%
0.00% 3 0.46% 0.00% 0.00% 0.00% 0.00%
0.00% 29 4.47% 1 7.14% 0.00% 0.00% 0.00% 2
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 0.15% 0.00% 0.00% 0.00% 3 7.32%
0.00% 3 0.46% 1 7.14% 0.00% 0.00% 3 7.32% 4
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 3 0.46% 0.00% 0.00% 0.00% 0.00% 1
0.00% 20 3.08% 1 7.14% 0.00% 0.00% 0.00%
0.00% 7 1.08% 0.00% 0.00% 1 6.25% 0.00% 3
0.00% 3 0.46% 0.00% 0.00% 0.00% 0.00%
2 1.79% 18 2.77% 0.00% 0.00% 1 6.25% 0.00% 5
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 4 0.62% 0.00% 0.00% 1 6.25% 0.00% 7
4 3.57% 24 3.70% 1 7.14% 0.00% 0.00% 0.00% 3
1 0.89% 5 0.77% 0.00% 0.00% 0.00% 0.00% 2
9 8.04% 48 7.40% 1 7.14% 1 12.50% 0.00% 0.00% 7
3 2.68% 30 4.62% 1 7.14% 0.00% 0.00% 0.00% 2
1 0.89% 16 2.47% 0.00% 0.00% 0.00% 0.00% 1
6 5.36% 18 2.77% 0.00% 1 12.50% 1 6.25% 0.00% 7
10 8.93% 32 4.93% 0.00% 1 12.50% 1 6.25% 2 4.88% 8
1 0.89% 15 2.31% 0.00% 0.00% 1 6.25% 0.00% 4
0.00% 7 1.08% 1 7.14% 0.00% 0.00% 0.00% 1
6 5.36% 0.00% 0.00% 0.00% 1 6.25% 3 7.32% 1
1 0.89% 2 0.31% 0.00% 0.00% 0.00% 0.00%
5 4.46% 39 6.01% 1 7.14% 0.00% 0.00% 3 7.32% 3
0.00% 2 0.31% 0.00% 0.00% 0.00% 1 2.44%
3 2.68% 3 0.46% 0.00% 0.00% 1 6.25% 0.00% 3
0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
112 100:00% 649 100:00% 14 100.00% 8 100:009% 16 100:00% 41 100:00% 128




FIG. 27D

SO Fallopian Tube (3) Fibroblast (7) Gallbladder (5) Kidney (14) Larynx (3) Liver (1) Lung (74) Lymph Node (9)
# of times # of times # of times # of times # of times # of times # of times
% in biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in % in biomarker % in
tumor flagged tumor flagged tumor flagged tumor flagged tumor flagged tumor flagged tumor | #oftimes | tumor flagged tumor

type as target type as target type as target type as target type as target type as target type biomark type as type
3.91% 2 4.88% 5 5.88% 4 6.45% 12 9.45% 1 2.27% 1 6.25% 29 3.63% 5 4.81%
0.00% 0.00% 0.00% 0.00% 1 0.79% 0.00% 0.00% 0.00% 0.00%
0.78% 0.00% 3 3.53% 1 161% 0.00% 0.00% 0.00% 1 0.13% 1 0.96%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 6 7.06% 0.00% 0.00% 0.00% 1 6.25% 1 0.13% 1 0.96%
0.00% 0.00% 5 5.88% 2 3.23% 0.00% 0.00% 0.00% 0.00% 2 1.92%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 2 1.92%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 1 1.18% 1 161% 0.00% 0.00% 0.00% 17 2.13% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
3.91% 3 7.32% 0.00% 0.00% 7 5.51% 2 4.55% 0.00% 8 1.00% 5 4.81%
0.00% 0.00% 3 3.53% 0.00% 3 2.36% 0.00% 1 6.25% 0.00% 2 1.92%
0.78% 1 2.44% 0.00% 0.00% 0.00% 0.00% 0.00% 5 0.63% 0.00%
4.69 3 7.32% 5 5.88% 1 161% 11 8.66% 3 6.82% 1 6.25% 36 4.51% 5 4.81%
6.25% 3 7.32% 2 2.35% 1 161% 9 7.09% 2 4.55% 0.00% 42 5.26% 2 1.92%
3.13% 0.00% 0.00% 3 4.84% 4 3.15% 3 6.82% 0.00% 18 2.25% 0.00%
0.00% 0.00% 1 1.18% 4 6.45% 0.00% 0.00% 0.00% 2 0.25% 0.00%
2.34% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 3 0.38% 0.00%
0.00% 1 2.44% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
1.56% 0.00% 0.00% 0.00% 2 1.57% 0.00% 0.00% 3 0.38% 1 0.96%
2.34% 3 7.32% 4 4.71% 3 4.84% 7 5.51% 3 6.82% 0.00% 44 5.51% 5 4.81%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5.47% 3 7.32% 0.00% 0.00% 3 2.36% 3 6.82% 1 6.25% 37 4.63% 3 2.88%
3.13% 1 2.44% 0.00% 0.00% 1 0.79% 3 6.82% 0.00% 15 1.88% 5 4.81%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 1 0.13% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 1 0.13% 1 0.96%
0.00% 0.00% 0.00% 0.00% 2 1.57% 0.00% 0.00% 5 0.63% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
7.03% 2 4.88% 2 2.35% 2 3.23% 10 7.87% 3 6.82% 1 6.25% 46 5/86% 3 2.88%
0.00% 0.00% 0.00% 1 161% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 1 1.18% 1 161% 1 0.79% 0.00% 0.00% 0.00% 0.00%
2.34% 1 2.44% 3 3.53% 0.00% 1 0.79% 1 2.27% 0.00% 47 5.88% 1 0.96%
1.56% 3 7.32% 1 1.18% 3 4.84% 2 1.57% 3 6.82% 0.00% 33 4.13% 2 1.92%
0.78% 1 2.44% 5 5.88% 2 3.23% 4 3.15% 1 2.27% 0.00% 42 5.26% 4 3.85%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 4 0.50% 0.00%
0.00% 0.00% 1 1.18% 0.00% 2 1.57% 0.00% 0.00% 3 0.38% 0.00%
1.56% 0.00% 1 1.18% 0.00% 5 3.94% 0.00% 1 6.25% 3 0.38% 0.00%
0.00% 0.00% 1 1.18% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 1 161% 0.00% 0.00% 0.00% 1 0.13% 0.00%
3.13% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 4 0.50% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 2 1.92%
0.78% 0.00% 4 4.71% 0.00% 0.00% 0.00% 0.00% 1 0.13% 1 0.96%
0.00% 0.00% 4 4.71% 1 161% 0.00% 0.00% 1 0.00% 1 0.13% 5 4.81%
2.34% 0.00% 2 2.35% 3 4.84% 2 1.57% 0.00% 0.00% 19 2.38% 0.00%
0.00% 0.00% 0.00% 2 3.23% 0.00% 0.00% 0.00% 4 0.50% 1 0.96%
3.91% 0.00% 1 1.18% 0.00% 7 5.51% 1 2.27% 1 6.25% 10 1.25% 1 0.96%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5.47% 0.00% 0.00% 2 3.23% 1 0.79% 0.00% 1 0.00% 8 1.00% 4 3.85%
2.34% 0.00% 0.00% 3 4.84% 2 1.57% 1 2.27% 1 6.25% 20 2.50% 3 2.88%
1.56% 0.00% 5 5.88% 0.00% 0.00% 0.00% 0.00% 13 1.63% 2 1.92%
5.47% 0.00% 4 4.17% 3 4.84% 11 8.66% 1 2.27% 1 6.25% 42 5.26% 9 8.65%
1.56% 0.00% 1 1.18% 3 4.84% 2 1.57% 1 2.27% 1 6.25% 17 2.13% 6 5.77%
0.78% 0.00% 1 1.18% 2 3.23% 0.00% 0.00% 1 0.00% 15 1.88% 4 3.85%
5.47% 3 7.32% 2 2.35% 5 6.06% 1 0.79% 3 6.82% 6.25% 34 4.26% 4 3.85%
6.25% 3 7.32% 4 4.71% 1 161% 1 0.79% 3 6.82% 6.25% 41 5.13% 3 2.88%
3.13% 3 7.32% 1 1.18% 3 4.84% 2 1.57% 0.00% 1 0.00% 55 6.88% 3 2.88%
0.78% 0.00% 4 4.71% 1 161% 0.00% 0.00% 0.00% 0.00% 1 0.96%
0.78% 2 4.88% 0.00% 0.00% 1 0.79% 3 6.82% 1 6.25% 32 4.01% 3 2.88%
0.00% 0.00% 0.00% 0.00% 2 1.57% 0.00% 0.00% 6 0.75% 0.00%
2.34% 1 2.44% 2 2.35% 3 4.84% 2 1.57% 1 2.27% 0.00% 13 1.63% 2 1.92%
0.00% 0.00% 0.00% 0.00% 6 4.72% 0.00% 0.00% 11 1.38% 0.00%
2.34% 2 4.88% 0.00% 0.00% 0.00% 2 4.55% 0.00% 6 0.75% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
100:00% 41 100.00% 85 100:00% 62 160.00% 127 100:00% 44 100:00% 16 100:00% 799 100:00% 104 100.00%




FIG. 27E

Prostate
Melanocytes (22) Mesothelial Lining (6) | Myoepithilial cells (1) Osteoblasts (2) Ovary (39) Pancreas (31) Parotid (2) 6)
#of # of times # of times # of times # of times # of times # of times # of times
biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker % in biomarker
flagged as | tumor | flagged as tumor | flagged as tumor | flagged as [ tumor | flaggedas | tumor | flagged as tumor | flagged as tumor | flagged as
target type target type target type target type target type target type target type target

15 4.37% 2 2.82% 1 8.33% 2 5.88% 13 2.69% 12 3.48% 2 5.71% 2

0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 2 5.71% 2
6 1.75% 0.00% 0.00% 2 5.88% 1 0.21% 22 6.38% 2 5.71%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
18 5.25% 4 5.63% 0.00% 0.00% 1 0.21% 1 0.29% 0.00%
16 4.66% 4 5.63% 0.00% 0.00% 0.00% 1 0.29% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
2 0.58% 0.00% 0.00% 0.00% 2 0.41% 3 0.87% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

1 0.29% 0.00% 0.00% 0.00% 19 3.93% 12 3.48% 1 2.86% 3

10 2.92% 5 7.04% 1 8.33% 0.00% 1 0.21% 1 0.29% 0.00%

1 0.29% 0.00% 0.00% 0.00% 2 041% 2 0.58% 1 2.86%

4 1.17% 2 2.82% 1 8.33% 1 2.94% 10 2.07% 4 1.16% 2 5.71% 2
3 0.87% 0.00% 1 8.33% 2 5.88% 32 6.61% 1 0.29% 2 5.71% 4
0.00% 0.00% 0.00% 0.00% 0.00% 7 2.03% 0.00%

8 2.33% 0.00% 0.00% 0.00% 1 0.21% 2 0.58% 0.00%
0.00% 0.00% 0.00% 0.00% 3 0.62% 0.00% 1 2.86%
0.00% 1 1.41% 0.00% 0.00% 10 2.07% 0.00% 0.00%
19 5.54% 5 7.04% 0.00% 2 5.88% 2 0.41% 2 0.58% 0.00%
7 2.04% 1 1.41% 0.00% 2 5.88% 29 5.99% 24 6.96% 2 5.71% 3
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
5 1.46% 0.00% 0.00% 0.00% 29 5.99% 27 7.83% 2 5.71% 1
3 0.87% 0.00% 0.00% 1 2.94% 19 3.93% 11 3.19% 0.00%
0.00% 0.00% 0.00% 0.00% 3 0.62% 1 0.29% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
3 0.87% 0.00% 0.00% 0.00% 2 041% 0.00% 0.00%
0.00% 0.00% 1 8.33% 0.00% 1 0.21% 1 0.29% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
16 4.66% 2 2.82% 1 8.33% 2 5.88% 30 6.20% 23 6.67% 1 2.86% 3
1 0.29% 0.00% 0.00% 0.00% 2 0.41% 0.00% 0.00%
3 0.87% 0.00% 0.00% 0.00% 1 0.21% 0.00% 0.00%
6 1.75% 0.00% 0.00% 1 2.94% 25 5.17% 1 0.29% 1 2.86% 1
5 1.46% 3 4.23% 0.00% 2 5.88% 23 4.75% 12 3.48% 0.00% 1
19 5.54% 2 2.82% 0.00% 2 5.88% 12 2.48% 15 4.35% 2 5.71%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
4 1.17% 0.00% 0.00% 0.00% 0.00% 6 1.74% 0.00%
14 4.08% 4 5.63% 0.00% 0.00% 1 0.21% 13 3.77% 1 2.86%
0.00% 0.00% 0.00% 1 2.94% 1 0.21% 0.00% 0.00%
2 0.58% 0.00% 0.00% 0.00% 1 0.21% 2 0.58% 0.00%
2 0.58% 3 4.23% 0.00% 2 5.88% 2 0.41% 23 6.67% 1 2.86%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

14 4.08% 5 7.04% 0.00% 0.00% 1 0.21% 0.00% 0.00%

20 5.83% 5 7.04% 1 8.33% 0.00% 0.00% 3 0.87% 0.00%

8 2.33% 4 5.63% 1 8.33% 0.00% 3 0.62% 3 0.87% 0.00% 1

5 1.46% 0.00% 0.00% 0.00% 1 0.21% 0.00% 0.00% 1

6 1.75% 1 1.41% 0.00% 0.00% 6 1.24% 14 4.06% 1 2.86% 1
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

11 3.21% 0.00% 0.00% 0.00% 1 0.21% 2 0.58% 0.00%

2 0.58% 1 1.41% 0.00% 1 2.94% 5 1.03% 4 1.16% 1 2.86% 3

16 4.66% 5 7.04% 1 8.33% 1 2.94% 1 0.21% 4 1.16% 1 2.86%

10 2.92% 4 5.63% 0.00% 1 2.94% 19 3.93% 2 0.58% 1 2.86% 4
5 1.46% 2 2.82% 1 8.33% 1 2.94% 6 1.24% 1 0.29% 1 2.86% 2
3 0.87% 0.00% 0.00% 1 2.94% 2 041% 1 0.29% 0.00% 1
5 1.46% 0.00% 1 8.33% 1 2.94% 31 6.40% 27 7.83% 2 5.71% 2
5 1.46% 1 1.41% 0.00% 2 5.88% 23 4.75% 8 2.32% 1 2.86% 2
3 0.87% 1 1.41% 1 8.33% 1 2.94% 34 7.02% 21 6.09% 0.00% 4

10 2.92% 3 4.23% 0.00% 0.00% 1 0.21% 0.00% 0.00%

8 2.33% 0.00% 0.00% 1 2.94% 28 5.79% 18 5.22% 2 5.71% 1
0.00% 0.00% 0.00% 0.00% 3 0.62% 0.00% 0.00%
15 4.37% 1 1.41% 0.00% 2 5.88% 23 4.75% 1 0.29% 1 2.86%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
4 1.17% 0.00% 0.00% 0.00% 18 3.72% 7 2.03% 1 2.86%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

343 100:00% 71 100:00% 12 100.00% 34 100:00% 484 100:00% 345 100.00% 35 100:00% 46




FIG. 27F

Smooth Muscle such
as smooth muscle from
the intestine without
the epithelium, ditto
for the uterus
6) Salivary Gland (5) Sinus tissue (1) Skeletal Muscles (2) Skin (5) Small Intestine (4) smooth muscle (3) ie no endometrium (1)
# of times # of times # of times # of times # of times
% in # of times % in biomarker % in biomarker % in # of times % in biomarker % in biomarker % in biomarker % in
tumor | biomarker | tumor | flagged as | tumor | flaggedas | tumor | biomarker | tumor | flagged as | tumor | flagged as | tumor | flaggedas | tumor

type flagged as type target type target type flagged as type target type target type target type
4.35% 3 3.85% 0.00% 1 3.23% 4 9.76% 3 9.68% 2 5.56% 0.00%
4.35% 0.00% 0.00% 0.00% 0.00% 1 3.23% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 1 10.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 1 2.78% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 1 2.44% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
6.52% 3 3.85% 0.00% 0.00% 1 2.44% 1 3.23% 1 2.78% 1 10.00%
0.00% 1 1.28% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 1.28% 0.00% 0.00% 1 2.44% 0.00% 0.00% 0.00%
4.35% 3 3.85% 0.00% 1 3.23% 5 12.20% 0.00% 2 5.56% 0.00%
8.70% 2 2.56% 1 7.14% 2 6.45% 3 7.32% 0.00% 2 5.56% 0.00%
0.00% 1 1.28% 0.00% 0.00% 0.00% 1 3.23% 0.00% 0.00%
0.00% 0.00% 0.00% 1 3.23% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 1 2.44% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 2 2.56% 0.00% 0.00% 0.00% 0.00% 1 2.78% 0.00%
6.52% 4 5.13% 1 7.14% 1 3.23% 0.00% 0.00% 1 2.78% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
2.17% 5 6.41% 1 7.14% 2 6.45% 1 2.44% 2 6.45% 3 8.33% 1 10.00%
0.00% 3 3.85% 0.00% 0.00% 0.00% 1 3.23% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 2 2.56% 0.00% 1 3.23% 0.00% 1 3.23% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
6.52% 4 5.13% 1 7.14% 2 6.45% 1 2.44% 2 6.45% 3 8.33% 1 10.00%
0.00% 0.00% 0.00% 1 3.23% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
2.17% 3 3.85% 0.00% 1 3.23% 4 9.76% 0.00% 2 5.56% 0.00%
2.17% 2.56% 1 7.14% 0.00% 2 4.88% 0.00% 0.00% 0.00%
4.35% 1 1.28% 1 7.14% 0.00% 2 4.88% 0.00% 2 5.56% 1 10.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 2 2.56% 1 7.14% 1 3.23% 0.00% 1 3.23% 1 2.78% 0.00%
0.00% 2 2.56% 1 7.14% 1 3.23% 0.00% 0.00% 2 5.56% 1 10.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 2 2.56% 0.00% 0.00% 2 4.88% 0.00% 1 2.78% 1 10.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 2 6.45% 0.00% 0.00%
2.17% 0.00% 0.00% 1 3.23% 0.00% 0.00% 0.00% 0.00%
2.17% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
2.17% 5 6.41% 1 7.14% 2 6.45% 0.00% 0.00% 1 2.78% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 1.28% 0.00% 2 6.45% 1 2.44% 0.00% 0.00% 0.00%
6.52% 1 1.28% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 1 3.23% 0.00% 0.00% 1 2.78% 1 10.00%
8.70% 3 3.85% 1 7.14% 1 3.23% 4 9.76% 3 9.68% 3 8.33% 0.00%
4.35% 1 1.28% 0.00% 0.00% 2 4.88% 1 3.23% 0.00% 0.00%
2.17% 0.00% 0.00% 1 3.23% 0.00% 1 3.23% 0.00% 0.00%
4.35% 5 6.41% 1 7.14% 2 6.45% 1 2.44% 3 9.68% 1 2.78% 1 10.00%
4.35% 3 3.85% 1 7.14% 1 3.23% 2 4.88% 2 6.45% 2 5.56% 0.00%
8.70% 5 6.41% 1 7.14% 2 6.45% 2 4.88% 3 9.68% 2 5.56% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 1 3.23% 0.00% 0.00%
2.17% 4 5.13% 1 7.14% 1 3.23% 1 2.44% 0.00% 1 2.78% 1 10.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 1.28% 0.00% 0.00% 0.00% 1 3.23% 1 2.78% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 3 3.85% 0.00% 2 6.45% 0.00% 1 3.23% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
100:00% 78 100.00% 14 100:00% 31 100:00% 41 100:00% 31 100:0% 36 100:00% 10 100:00%




FIG.

27G

Smooth muscle such as
Uterine wall but not
uterine lining i.e., not

Synovium or

endometrium (1) Stomach (5) Synovium (1) joint lining tissue (1) Tendon (1) Testis (1) Thymus (2)
# of times # of times # of times # of times # of times
biomarker % in # of times % in biomarker % in biomarker % in biomarker % in biomarker % in # of times % in
flagged as tumor biomarker tumor flagged as tumor flagged as tumor flagged as tumor flagged as tumor biomarker tumor
target type flagged as type target type target type target type target type flagged as type
1 10.00% 5 8.62% 0.00% 1 6.67% 1 10.00% 1 4.55% 2 6.45%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 1 3.23%
0.00% 1 1.72% 0.00% 0.00% 0.00% 1 4.55% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 1 6.67% 0.00% 1 4.55% 0.00%
0.00% 2 3.45% 0.00% 0.00% 0.00% 1 4.55% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 2 6.45%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 2 3.45% 1 6.25% 1 6.67% 0.00% 1 4.55% 0.00%
1 10.00% 4 6.90% 1 6.25% 1 6.67% 1 10.00% 1 4.55% 0.00%
0.00% 1 1.72% 1 6.25% 0.00% 0.00% 1 4.55% 1 3.23%
0.00% 0.00% 1 6.25% 0.00% 0.00% 1 4.55% 0.00%
0.00% 0.00% 1 6.25% 0.00% 0.00% 1 4.55% 0.00%
1 10.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 1 4.55% 0.00%
1 10.00% 0.00% 1 6.25% 1 6.67% 1 10.00% 0.00% 0.00%
1 10.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
1 10.00% 2 3.45% 1 6.25% 1 6.67% 1 10.00% 1 4.55% 2 6.45%
0.00% 1 1.72% 1 6.25% 0.00% 0.00% 0.00% 1 3.23%
0.00% 1 1.72% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 1.72% 0.00% 0.00% 0.00% 1 4.55% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 3 5.17% 1 6.25% 1 6.67% 1 10.00% 1 4.55% 1 3.23%
0.00% 1 1.72% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 3 5.17% 0.00% 0.00% 0.00% 0.00% 2 6.45%
0.00% 2 3.45% 0.00% 0.00% 0.00% 0.00% 2 6.45%
0.00% 3 5.17% 0.00% 0.00% 0.00% 1 4.55% 1 3.23%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 1 6.25% 0.00% 0.00% 0.00% 0.00%
0.00% 2 3.45% 0.00% 0.00% 0.00% 1 4.55% 1 3.23%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 1.72% 0.00% 0.00% 0.00% 1 4.55% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 2 3.45% 0.00% 1 6.67% 0.00% 0.00% 2 6.45%
0.00% 1 1.72% 1 6.25% 1 6.67% 1 10.00% 0.00% 0.00%
0.00% 1 1.72% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 1 6.25% 0.00% 1 10.00% 0.00% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
1 10.00% 1 1.72% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 1.72% 0.00% 1 6.67% 0.00% 1 4.55% 2 6.45%
0.00% 1 1.72% 1 6.25% 1 6.67% 0.00% 0.00% 0.00%
0.00% 4 6.90% 0.00% 1 6.67% 0.00% 1 4.55% 2 6.45%
0.00% 3 5.17% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 1 1.72% 1 6.25% 1 6.67% 0.00% 0.00% 0.00%
1 10.00% 2 3.45% 0.00% 0.00% 1 10.00% 1 4.55% 2 6.45%
0.00% 3 5.17% 0.00% 0.00% 0.00% 0.00% 0.00%
1 10.00% 0.00% 1 6.25% 1 6.67% 1 10.00% 0.00% 2 6.45%
0.00% 0.00% 0.00% 0.00% 0.00% 1 4.55% 2 6.45%
1 10.00% 0.00% 0.00% 0.00% 1 10.00% 1 4.55% 2 6.45%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 3 5.17% 0.00% 0.00% 0.00% 1 4.55% 0.00%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
0.00% 0.00% 1 6.25% 1 6.67% 0.00% 0.00% 1 3.23%
0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%
10 100.00% 58 100.00% 16 100:00% 13 100:00% 10 100.00% 22 100.00% 31 100.00%




FIG. 27H

Thyroid (4) Uterus (3) Uterus:corpus (10) Overall
# of times
# of times % in # of times % in biomarker % in
biomarker tumor biomarker tumor flagged as tumor
flagged as type flagged as type target type
3 4.11% 1 2.44% .6 4.69% 247 4.0% ADA
0.00% 0.00% 0.00% 38 0.6% AR
1 1.37% 1 2.44% 0.00% 71 1.2% ASNS
0.00% 0.00% 0.00% 0 0.0% ASNS
0.00% 0.00% 0.00% 61 1.0% BRCAL
4 5.48% 0.00% 0.00% 114 1.9% BRCA2
0.00% 0.00% 0.00% 4 0.1% CD52
0.00% 0.00% 0.00% 0 0.00% CDW52
0.00% 1 2.44% 0.00% 59 1.0% CES2
0.00% 0.00% 0.00% 0 0.0% CES2
0.00% 0.00% 4 3.13% 148 2.4% DCK
0.00% 0.00% 0.00% 54 0.9% DHFR
0.00% 0.00% 4 3.13% 45 0.7% DNMT1
4 5.48% 2 4.88% 5 3.91% 196 3.2% DNMT3A
4 5.48% 2 4.188 10 7.81% 256 4.2% DNMT3B
2 2.74% 0.00% 0.00% 76 1.2% EGFR
0.00% 0.00% 0.00% 35 0.6% EPHA2
1 1.37% 0.00% 0.00% 28 0.5% ERBB2
1 1.37% 0.00% 2 1.56% 46 0.7% ESR1
1 1.37% 0.00% 0.00% 92 1.5% FLT1
1 1.37% 2 4.88% 6 4.69% 253 4.1% GART
0.00% 0.00% 0.00% 1 0.0% GNRH1
3 4.11% 2 4.88% 7 5.47% 234 3.8% HIFIA
1 1.37 1 2.44% 6 4.69% 111 1.8% HSP90AA1L
0.00% 0.00% 0.00% 15 0.2% HSPCA
0.00% 0.00% 0.00% 0 0.0% IL2RA
1 1.37% 0.00% 0.00% 34 0.6% KDR
0.00% 0.00% 0.00% 52 0.8% KIT
0.00% 0.00% 0.00% 0 0.0% LCK
4 5.48% 2 4.88% 10 7.81% 303 4.9% MGMT
1 1.37% 0.00% 1 0.78% 14 0.2% MLH1
1 1.37% 0.00% 0.00% 42 0.7% MSH2
3 4.11% 3 7.32% 3 2.34% 205 3.3% NFKB1
1 1.37% 2 4.88% 4 3.13% 160 2.6% NFKB2
3 4.11% 2 4.88% 6 4.69% 261 4.2% NFKBIA
0.00% 0.00% 0.00% 6 0.1% PDGFC
0.00% 0.00% 1 0.78% 39 0.6% PDGFRA
3 4.11% 0.00% 1 0.78% 159 2.6% PDGFRB
0.00% 0.00% 0.00% 17 0.3% PGR
0.00% 0.00% 2 1.56% 16 0.3% PTEN
1 1.37% 3 7.32% 0.00% 90 1.5% PTGS2
0.00% 0.00% 0.00% 2 0.0% RARA
0.00% 1 2.44% 0.00% 39 0.6% RRM1
4 5.48% 0.00% 0.00% 126 2.0% RRM2
2 2.74% 1 2.44% 1 0.78% 93 1.5% RRM2B
2 2.74% 0.00% 0.00% 25 0.4% RXRG
1 1.37% 0.00% 0.00% 143 2.3% SPARC
0.00% 0.00% 0.00% 0 0.0% SPARC*
3 4.11% 0.00% 4 3.13% 96 1.6% SRC
2 2.75% 0.00% 4 3.13% 145 2.4% SSTR1
1 1.37% 2 4.88% 2 1.56% 87 1.4% SSTR2
4 5.48% 2 4.88% 6 4.69% 314 5.1% SSTR3
2 2.74% 1 2.44% 3 2.34% 136 2.2% SSTR4
1 1.37% 1 2.44% 0.00% 92 1.5% SSTRS
2 2.74% 3 7.32% 10 7.81% 242 3.9% TOP1
1 1.37% 1 2.44% 9 7.03% 236 3.8% TOP2A
0.00% 2 4.88% 2 1.56% 222 3.6% TOP2B
0.00% 0.00% 0.00% 68 1.1% TYMS
1 1.37% 1 2.44% 3 2.34% 214 3.5% VDR
0.00% 1 2.44% 0.00% 17 0.3% VEGF
3 4.11% 0.00% 4 3.13% 162 2.6% VEGFA
0.00% 1 2.44% 0.00% 30 0.5% VHL
0.00% 0.00% 0.00% 77 1.3% YES1
0.00% 0.00% 0.00% 0 0.0% ZAP70
73 100:00% 41 100:00% 128 98:44% 6,149
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est Ordering Physician, MD
Test Organization
1234 Main Street
Dallas, TX 75133
(123)456-7890

Case Number: MP-TNOG-00000
Patient: Jane Doe

Date Of Birth: 01/01/1950

Sex; Female

SSN: 123-456-7800

Primary Tumor Site: Ovary
Specimen Site: Conneclive tissue
Specimen Collected: 01/18/2000
Specimen Received: 1/5/2000
Date Reported: 1/01/2000

interpretation: Received one paraffin block labeled "123458-A1" from Test University Medical Center, Greenville, SC, with the
corresponding surgical pathology repod disclosing:

Mass right back, excision: Melastatic adenocarcinoma, extending to inked resection margins.
Interpretation is done by Dr. Ashfag and signed out by Dr. Gupta for Dr. Ashfag.

Clinical History: Per the submitied patient history, the patient is a 50-year-old female with 2 history of cancer of unknown primmary. She
underwent a back mass excision in January 2000 showing metastatic adenocarcinoma. No history of prior therapies were provided.

TARGET NOW® SUMMARY - Acsvts AssociaTen watd CLINICAL BENERIT

The rote of Target Now is to identify biomarkers and therapies associated with clinical benefit or iack of clinical benefit for cancer patients. The selection of
any, ail or none of the maiched agents resides with the discretion of the treafing physician. if a patient’s tumor has previously progressed on an agent
identified as associated with clinical benefit on this report, the patient should not be re-treated with this agent.

TOPO1Y HC Significant (+2, 85%)
PDGFR IHC Significant (+2, 80%)
¢ - kit HC Significant (+2, 50%)
SPARC IHC Significant (+2, 50%)
ER HC Significant (+1, 20%)
PTGS2 Microarray Increased {9.21)
HIiF1A Microarray Increased {1.64)
GART Microarray Decreased {55)

* Caris Dx has defined threshold leveis of reactivity for IHC based on published evidence.

Caris Life Sciences / 445 North Fifth Str Phoenix, Arizona 85004 / 800.901.5177 / Fax: 866.479.4925 / CLIA 03D1012490
Caris Dx/ 4207 E Cotton Center Blvd / Phoenix, Arizona 85040/ 800.901.5177 / Fax: 866.479.4925 / CLIA 45D0275010
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Orderning Physician:

Test Ordering Physician, MD

CARIS

LIVE STTENTES
PAGE 20f 10

TARGET NOW® SUMMARY

Biomarker Assay Rasults Agents Associaied With LACK OF CLINICAL BENERIY

MGMT IHC | Significant (+3, 50%) temozolomide
MGMT Microarray | Increased (1.73) temozolomide
ERCCH IHC | Significant (+2, 80%) cisplatin; carboplatin

BCRP IHC | Significant (+2, 60%) cisplatin; carboplatin

RRM1 IHC | Significant (+2, 80%) gemcitabine

MRP1 IHC | Significant (+2, 40%) etoposide, vinoristine

PGP IHC | Significant (+1, 10%) eloposide, vincristine

TS IHC | Significant (+2, 35%) fuoropyiimidines

Caris Life Sciences / 445 North Fifth Street / Phoenix, Arizona 85004 / 800.801.5177 / Fax: 866.478.4925 / CLIA 03D1012490
Caris Dx/ 4207 E Cotton Center Blvd / Phoenix, Arizona 85040 / 8300.901.5177 / Fax: 866.478.4825 / CLIA 45D0@75010
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Patient: Jane Doo - Case Number: MP-TNO0-00000 - Ordering Physician:

Test Ordering Physician, MD

SPARC High SPARC protein was associated with response to nab-paclitaxel-based combination therapy I/ Good
TOPOA High expression of TOPQO1 has been associated with a higher response rate when treated with irinotecan -3/ Fair
PGP High expression of P-glycoprotein has been associated with lack of response to Etoposide and Vincristine. -3/ Fair
High expression of BCRP has been associated with shorter progression-free (PFS) and overall survival (O8), Y
BCRP ] ", . s H-3 / Good
when treated with platinum-based combination chemotherapy.
MRP1 High expression of MRP1 has been associated with lack of response to Etopeside and Vineristine. H-3/ Fair
TS High TS expression levels are associated with poor response to fluoropyrimidines and shoiter OS and DFS. H-3/ Good
High expression of ERCC1 has been associated with lower response rates and a significantly shorter median
ERCC1 Y o ] . : - - H-3/ Good
progression-free and overall survival when treated with platinum-based chemotherapy.
RRM1 High RRM1 expression was associated with lack of response to gemcitabine treatment and poor outcome -3/ Good
MGMT High expression of MGMT has been associated with resistance to temozolomide-based therapy -3/ Good
¢ - kit High expression of ¢-Kit has been associated with significantly betier survival, when treated with imatinib H-2 / Fair
PDGFR High expression of PDGFR 3 has been associated with response to imatinib freatment I/ Fair
ER High expression of ER has been asscciated with response to endocrine therapy. -3/ Good
GART
HiF1A Biomarker associations with drugs based on micrearray results have been identified by
MGMT mechanistic association.
PTGS2

Caris Life Sciences / 445 North Fifth Street / Phoenix, Arizona 85004 / 830.801.5177 / Fax: 866.478.4925 / CLIA 03D10192420
Caris Dx/ 4207 E Cotton Center Blvd / Phoenix, Arizona 85040 / 8300.901.5177 / Fax: 866.478.4925 / CLIA 45D0@75010
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Patient; Jane Doo - Case Number: MP-TNO0-00000 - Ordering Physician: Test Qrdering Physician, MD

HC Biomarker Detall

MGMT 3 50 + and 250% or <1+ and <10%
TOPO1 2 85 >10% or < 10%
ERCC1 2 80 22+ and 250% or 21+ and £25%
RRM1 2 80 22+ and 250% or =0+ and =100%
PDGFR 2 80 22+ and 230%
BCRP 2 60 z1+ and 210% or <1+ and <10%
SRARC *** 2 50 22+ and 230%
c - kit 2 50 2+ and 230%
MRP1 2 40 21+ and 210% or <1+ and <10%
5 2 35 22+ and 230% or <1+ and £25%
TOP2A 2 10 z2+ and 230% or =0+ and =100%
PTEN 1 70 22+ and 210% or <1+ and £10%
ER & 1 20 22+ and 275%
Her2/Neu 10 23+ and =30% or €2+ and <10%
PGP @v 1 10 24+ and 210% or <1+ and <10%
PR 1 5 >1+ and 216% or =0%
Androgen Receptor ¢ 100 =1+ and 210% or =0+ and =100%

*Caris Dx has defined threshold levels of reactivity for IHC 1o eslablish cutoff peints based on published evidence.
** All significant results are reflecied in the Target Now Summary.
=* SPARC results reflect analyses performed with both monoclonal and polycional antibodies.

Caris Life Sciences / 445 North Fifth Street / Phoenix, Arizona 85004 / 800.801.5177 / Fax: 866.478.4925 / CLIA 03D1012490
Caris Dx/ 4207 E Cotton Center Blvd / Phoenix, Arizona 85040 / 8300.901.5177 / Fax: 866.478.4825 / CLIA 45D0@75010
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PAGE 5 of 10

Microarray Analysis of RNA Expression on Formalin-Fixed Tissue

RRM1

Ni Not Informative 0.79 No Change 1.27 No Change
TOP28 0.22 Under Expressed PDGFRS 0.81 No Change ABCGZ 1.28 No Change
OGFR NI Not Informative NFKB1 0.93 No Change TNF Ni Not informative
MLH1 Ni Not Informative LYN .94 No Change NFKB2 Ni Not Informative
cpas NI Not Informative DNMT3A NI Notinformative coa 133 NoChange
SSTR2 | NI Notinformative | cD52 NI Notinformatve HSPGOAA1 134  NoChange
A Ni Not Informative TOPZA Ni Not Informative RARA Ni Not informative
ERCC3 NI Not Informative RARG NI Not Informative CES2 1.44 No Change
PDGFRA 0.44  Under Expressed HOK 0.97 No Change TYMS NI Not informative
SPARC 0.45 Under Expressed PTEN 1.01 No Change HIFTA 1.64 Over Expressed @‘“’w
PGR Ni Not informative BRCA1 NI Not informative SRC Ni Not Informative
RAF1 0.50  Under Expressed FLT NI Not Informative MGMT 1.73 Over Expressed \gt*““

FCLR2 0.57 SSTR3 Ni Not Informative GSTPA 1.84 QOver Expressed

ADA 0.57 Under Expressed DNMT1 1.1 No Change EGFR Ni Mot Informative

POLAT Ni Not Informative ILZRA NI Mot Informative TK1 1.24 Qver Expressed

AP0 M1 Not informative 58TR4 M Not Informative BIRCS Ni Not informative

ESR1 Ni Not informative BRCAZ NI Not informative MSH2 Ni Not Informative

LCK NI Not Informative HDACT 147 No Change VEGFA 2.22 Over Expressed

TXNRDY NI Notinformative GNRH1 118 NoChange EPHA2 NI Notinformative
SSTR1 NI Notinformative ERCCT NI Wotinformatve WHL 275  OverExpressed
KR Ni Not Informative RRM2B 1.19 No Change SSTRS Ni Not Informalive

PDGFC 0.68 No Change RXRE 1.20 No Change ABCC1 NI Not informative

FYM 0.71 No Change MS4A1 NI Not informative ECGF1 4.08 Over Expressed

DCK 0.71 No Change ERBBZ 1.23 No Change RRMZ Ni Not informative

ASNS 0.75 Mo Change TOP1 NI Not informative PTGS2 8.21 Over Expressed @‘“’w
BCL2 Ni Not Informative YES1 1.25 No Change

"No Change" indicates that there is no diffierence in expression for this gene between the tumor and control tissues at a significance level of p<=0.001.

A significance level of p<=0.001
approximately 95% of the time.

“Wot Informative” indicates that the data

ssion level of that particular RNA transcript. Tl

fore, the expr

has been chosen since genes passing this threshold can be vaiidaled as differentially expressed by alternative methods

a obtained for either the patient sample or the control sample were not of high encugh quality to confidently make a
sion ratios were not informative (Ni}.

Methodology

Total RNA is exdracted from tumor tissue and is converied ic cDNA. This cDNA sample is then subjected to a whole genome (24K}
microarray analysis using lumina cDNA-mediated annealing, selection, extension and ligaticn (DASL) process. The expression of a
subset of 80 genes are then compared ¢ a tissue specific normal control and the relative expression ratios of these 80 target genes is
determined as well as the stalistical significance of the differential expression.

Caris Life Sciences / 445 North Fifth Street / Phoenix, Arizena 85004 / 800.801.5177 / Fax. 866.479.4925 / CLIA 03D1019490
Caris Dx/ 4207 E Cotton Center Bivd / Phoenix, Arizona 85040 / 800.901.5177 / Fax: 866.479.4925 / CLIA 45D0975010
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Appendix

Breast cancer resistance protein (BCRP). is a member of the superfamily of ABC transporter proteins, aiso known as mitoxantrone resistance protein,
BCRP ABCP, and ABCG2, was identified in a cancer cell selected for n nce to daunorubicin. Elevated expression of BCRP in vitro causes resistance to
anticancer drugs, including topetecan, irinotecan, mitoxantrone, and doxerubicin.

it is a cytokine FP”eptO" expressed on the surface of hematopoietic stem cells as weil as other celi types. This receptor binds to stem cell factor (SCF, a

e - kit celt growth factor). As c-Kit is a receptor tyrosine kinase, ligand binding causes receptor dimerizes and initiates a uhcsuhmv.a?-o.. cascade resu
changes in gene expression. These changes affect proliferation. apoptesis, cheimotaxis and adhesion. ¢-Kit is inhibited by the drugs imatinik, sunitinib
sorafenib.

The estrogen receptor
‘unc{lcn is as a DNA bir
£R Estrogen and its recept
mcep-ors are OVSr-exp

per of the nuclear hormone family of intrac

lar receptors which is activated by the hormone estrogen. its main.
on factor to regulate estrogen mediated t

e expression. ER is expressed in ure st, ovarian and endom
ential for sexual development and repred function, but also play a role in other tissues such as bone. Estrogen
mar‘y breast cancer cases, referred io as "ER positive.” Es{rcgen binding to ER on ca..cpr cells leads to cancer cell

ed by ER positivity currently form the DaSIS of selecting patients who will receive and benetit from hormone based ther

ide excision repair (NER) is a DNA repair mechanism necessary for the repa:r of DNA damage from a vast variety of sources including chemicals
aviolet (UV) light from the sun. NER is a partict important mech. hich cells prevent unwanted and potentially cancer-causing
ERCCA mutations. '"R ci {excision repair cross-comp! ntation greup 1) is an ‘mooﬁ" t enzyme in the NER path way. Some antic I“.OPT drugs kil cancer ce!is

by causing DNA da e and hence need to overcome the effects of the DNA repair pathways to be effective. For examgle,
DINA cross-links that ifere with DNA replication and transcription. Tumors with low ERCC1 expression are more i kely 10 neueH Trom nlahnum based
DNA damaging agents while tumors that overexgress ERCC1 are more likely to be resistant to such drugs

S

Q-6-methyiguanine-DNA methyliransferase (MGMT) encodes a DNA repair enzyme. Loss of MGMT expression leads to compromised ONA repair in cells
MGMT i oLt air enzy ; Comp f
and may play a significant role in cancer formation. Low MGMT expression has been correlated with response 1o temozoiomide.

MRP1 (multidrug resistance—associated protein 1) is one of several drun, resistance proteins identified to date and is an important mediater of the Multi Drug
Resistance (MDR) phenotype in cancer celis. MRP1 is found to confer a lack of response o anthracyclines {(eg daunoru 1, doxorubicin, vinca alkaloids
MRE1 {vincristine, vinbias , epipodophyletoxins (etoposide and teniposide}, and mitoxantrone, but probably not taxanes (Paclitaxel, Docetaxel), by causing the

effiux of glutathione-conjugated natural genis (glutathione is a ‘veptide cormposed of 3 amino-acids). Elevated levels of MRP1 have been observed
in relapsed acute myelogenous leukemia, chronic lymphatic leukemia, smali-cell and non-smail-cell lung cancer, and neurcblastoma among other
malignancies.

Piatelet-derived growth facters (PDGFs) are important factors reguiating many important cellular functions related to cancer development. These growth
factors bind 1o protein tyrosine kinase receptors including PDGFR-g to transmit extraceliuiar signals. Ligand bound receptors form dimers and

PDGFR transphosphorylate tyrosine residues on the receptor leading to activation and changes in gene expression. Imati a drug that targets the fyrosine
kinase demain of several tyrosine kinase receptors, inciuding PDGFRs. imatinib competitively inhibits PDGFR-a activation. Scrafenib and Sunitinib are two
additional tyrosine kinase inhibitors which can aiso block PDGFR-a.

transmembrane drug effiux pump with broad substrate specificity, which pumps antitumo
id ght to be a major mechanism of chemotherapy resistance. Ove

PGP gp can be a negative predictive f. r for various drig paclitaxel, vinblastine etc. P-gp remai
important and dominant represer e of Multi Drug Resistance phenotype and is ¢ ase state and resistant phenotype.
riheni C i f is.
RRM1 ie which inhibits ﬂbonuciccﬂdc rﬂducfasc actlv.tv Bae"d on the literature, RRT\‘F 1eve‘s are a "‘lE‘ulf”lOr of patient 'eapo. 52 wne.. treated w.th

SPARC (secreted p-ute'n acidic and rici

wound repair, cell migration, and ceil-matrix int
SPARC indicate that SPARC over-ex|
SPARC's role in accumuiatin

d by many types of celis. It has a normal role in
mor invasion and angiogenesis. A few studies
improved response is thought to be related to

h in cysteine) is a calcium-binding matricellular g'yrcpro-em secre

ctions. |lts over-expre: n is thought to have arale
ssion improves the response to the anti cancer dr nab-,uarlﬁnxel. The
bumin and albumin targeted agents within tumor tissue.

Caris Life Sciences / 445 North Fifth Street / Phoenix, Arizona 85004 / 800.901.5177 / Fax: 866.479.4825/ CLIA 03D1019490
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Test Ordering Physician, MD

Patient: Jane Doo - Case Number: MP-TNO0-00000 - Ordering Physician:

Appendix

DMIBIAIRRRRBRERRIIIIBE ..

Topeisomerase 1 is sn enzyme that aiters the supercoiling of double-stranded DNA. Topol acts by transiently culting one strand of the DNA 1o relax the coil

TOROH and extend the DNA molecule. The reg on of DNA supercoiling is essential to DNA transcription and rep on, when the DNA helix must unwind to

permit the proper tunction of the enzymatic machinery inwolved in these processes. Higher expression of Topol has heen associated with response to first
line chemotherapy containing Irinotecan, a Topo! inhibitor.

osphate (dTTF)

Thymidylate synthetase (T5) is an enzyme that generates thymidine monophosphate (dTMP), which get phosphorylated to thymidine tr
13 for use in DNA synthesis and repair. The reactions catalyzed by TS aisc yieid cihydrofolate as a seco..dﬂw product. As an anti-cancer chemotherapy

target, thymidylate synthetase can be inhibited by fluoropyrimidine or certain felate anaiogues. High TS has been associated with lack of response to
fluoropyrimidine whereas low or no T3 expression has been asscciated with improved clinical response to fiucropyrimidine.

Caris Life Sciences / 445 North Fifth Street / Phoenix, Arizona 85004 / 800.801.5177 / Fax: 866.478.4925 / CLIA 03D1012490
Caris Dx/ 4207 E Cotton Center Blvd / Phoenix, Arizona 85040 / 8300.901.5177 / Fax: 866.478.4825 / CLIA 45D0@75010
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Patient: Jane Doo - Case Number: MP-TNO0-00000 - Ordering Physician:

DONRANUREEVER O EMBENEE

BCRP Yoh, K., G. Ishii, et al. (2004). "Breast cancer resistance protein impacts clinical outcome in platinum-based chemotherapy for W3 / Eair
advanced non-smali ceil lung cancer." Clin Cancer Res 1¢(5): 1621-7. :

Test Ordering Physician, MD

,D.M L-n et al. (2006). "[Influences of PC cell-derived growth factor and breast cancer resistance protein on the

BCRP urati of platinum-hased chemotherapeutic regimens for advanced non-smali cell lung cancer]." Zhonghus Yi Xue Za -3 / Fair
Zhi 86(37): 2 ‘1 4.
© - kit Hong, & M., I Hwang, etal (2007“). "C:ilink;{:l and Qr‘ggnesric significances of nuclear and cytoplasmic KIT expressions in -3 / Good
extrahepatic bile duct carcinomas.” Mod Pathol 20(5): 562-8.
€ - kit Kindler, T., F. Breitenbuecher, et al. (2004). "Efficacy and satety of imatinib in adult patients with c-kit-positive scute myeleid W-3/ Good
ieukemia.” Blood 103(10): 3644-54.
ER Yamashita, H., Y. ¥Yando, et al. (2008). "immunehistochemical evaiuation of hormone receptor status for predicting response to -3 / Good
endocrine therapy in metastatic breast cancer." Breast Cancer 13(1): 74-83. !
Viaie, G M Regam et al. (2008). "Chemoendocrine compared with endocrine adjuvant therapies for node-negative breast
ER cancer: p! tive value of centrally reviewed expression of estrogen and progesterene receptors--International Breast Cancer -2/ Good
tudy Group." J Clin Onco! 26(9): 1404-10.
selge et al., Phase Il genomics stud ixabepilone as ne uvant treatmen i J Clin Onecol, 2008. 27
ER 29)5:;!(3;2;35 al., Phase il genormics study of ixabepiione as neoadjuvant treatment for breast cancer. J Clin Oncel, 2009, 27 -2/ Good
ERCCA Kwon, H.C., et al., Prognostic value of expression of ZRCC1, thymidylate synthase, and giutathione S-transterase P1 for 5- W-3/ Good
fluorouracil/oxaliplatin chemotherapy in advanced gastric cancer. Anin Oncel, 2007 18(3): p. 504-9.
Lee, HW, etal, wae%mn of excision repair cross-complemenitation group 1 protein predicts poor outcome in patients with
ERCCH smail cell lung cancer. Lung Cancer, 20608, 58(1): p. 85-104. -3 / Good
Lor V., etal, "Low E\Cb! expression correlates with prolonged survivai after cisplatin plus gemeitabine chemotherapy in .
ERCCH 1o il cell iu!!g cancer.” Clin Cancer Res, 2002. 8(7): p. 22856-84. -2/ Good
MGMT Kovacs, K., B. W. Scheithauer, et al. {2008). "MGMT immunoexpression predicts responsiveness of pituitary tumors to 1/ Fair
tempzolomide therapy.” Acta Neuropatho! 115(2): 261-2
MGMT Levin, N, . Lavon, et al. (2008). "Progressive low-grade oligodendrogiiomas: response to temozolomide and correlation -3/ Good
between genetic profile and G6-methylguanine DNA methyltransierase protein expression.” Cancer 106(8): 1759-65.
MGMT Chinot, ©. L., M. Barrie, et al. {2007). "Ceorrelation between O6-methyiguanine-DNA methyitransferase and swwval in -2/ Good
inoperable newly diagnesed glicblastoma patients treated with necadjuvant temezolemide.” J Clin Oncol 25(12): 1470-5
MEP1 Ohsawa, M., Y. lkura, et al. (2005). "Immunchistochemical expression of multidrug resistance proteins as a predictor of poor -3/ Good
response 1o uh-—mcth-—rao,/ and prognesis in patients with nodal diffuse large B-celi lymphoma.” Oncology 68(4-6): 422-31.
Oshika Y., Y. Ueyama. "Multidrug resistance associated protein and mutant p53 protein expression in non small cell lung
MRP1 cancer.” Meod r'a-ho' 1988 11(113:1058-1063. i-3/ Good
Diestra, J.E.. M.A. lzquierdo et al. {2003). “Expression of n‘uitidruu resistance proteins P-glycoprotein, multidrug resistance
MRP1 protein 1, breast > ')rote.n a..ul--ng res stein inlocally advanced bladder cancer treated with -3/ Good

prot
impli cations”. The J of Urol 170: 1383-87.
s CH, Ph il

neoadjuvant chemother 4py biclogical and clini

Vicla FS, K.A., Arantes A, Gaiger A, Vasconcal

cal
s C, Passos V.

f high dose imatinib in recurrent

PDGFRa glioblastoma rmultitorme (GBM) with platelet derived growth factor receptor (PD ) expression. dournal of Clinical Oncelogy, it/ Good
2007 ASCO Annual Meeting Proceedings Part | 2007 25(188 (Ju ie 20 Supplement)): p . 2056.
Sevine, A, C. Camci, et al. (200"\ "The diagnosis of C-kit negative GIST by PDGFRA staining: clinical, pathological, and :
PDGFRA nuciear medicine perspective.” Onkelogie 3u/‘2) 645-8 W/ Fair
PDGFRA De Pas, T., F. Toffalorio, et al. (2008). "Brief report ivity of imatinib in a patient with platelet-derived-growth-facter receptor i/ Good

positive malignant solitary fibrous tumor of the pleura.” J Thorac Oncol 3(8): 938-41.

PGP Yeh, J. J., '\J . Hsu, et al. (2005). "Comparison of chemotherapy response wuhpq-ycnprotc‘n multi

. ug resistance-related -3/ Good
protein-1, and lung resistance- relarnd protein expression in untreated small celi lung cancer™ Lung 183(3): 177-83.

ichieli M., M. Baccarani et al. "P-givcoprotein, lung resistance related protein and muitidrug resistance associated protein in -3 / Fair

PGP de novo acute non lymphocytic leukaemias: biological and dinical implications.” Br J Haemato! 1998 104(2):328-35.

martseva, et al. (2006). "RRM1 modulated in vitro and in vivo efficacy of gemcitabine and platinum in non-

Bepler, G., L. Ku .
RRM1 smail-cell lung cancer.™ J Clin Gneol 24029): 4731-7. #-3/Good
Rosell. R, E. Felip, et al. (2004). "Gene expression as a predictive marker of outcome in stage HB-HIA-IIB non-smail cell lung
RRM1 cancer after lnducﬂon gemcitabine-based chemotherapy followed by resectional surgery.” Clin Cancer Res 10(12 Pt 2): 421535 #1-3 / Good
-4219s.
Nakahira, S., S. Makameori, et al. (2007). "invoivement of ribonuclectide reductase M1 subunit overexpression in gemcitabine .
RRM1 resistance of human pancreatic cancer” Int Jd Cancer 120(8): 1355-83. #-3/Good
SPARC Raefsky, E., et al. Phase ¥ study of necadjuvant bevacizumab and trastuzumab administered with albumin-bound paclitaxel i/ Good

{nab paciitaxel) and carboplatin in HER2+ locaily advanced breast cancer. Jd Clin Oncol (May 20 suppl abstr 627), 2008.
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Yardley, DA, et al. Phase i stud\, of necadjuvant gemcitabine, epirubicin, and albumin-bound nab paclitaxel (GEA)} in locally .
SPARC advanced breast cancer with SPARC tumor assessments. J Clin Oncol (‘\ﬁav 20 supp!; abstr 603), 2008. 26. i Wi Good
Braun, M.S., et al., Predictive biomarkers of chemotherapy efficacy in colorectal cancer: resuits from the UK MRC FOCUS trial.
TOPO1 | jcin Onoot, 2008, 26(16): p. 269¢-6. i1/ Good
Naniwa, J., et ai., Genetic diagnosis for chemesensitivity with drug-resistance genes in epithelial ovarian cancer. int 4 Gynecol .
TOPO1 Cancer, 2007. 17(1): p. 76-82. -3 7 Good
s Paradise, A., G. Simone, et al. {20600). "Thymidylate synthase and p53 primary tumour expression as predictive factors for -2/ Good
advanced colorectal cancer oa--er‘b Br J Cancer 82(3): 5560-7.
15 Hu, Y. C., R. A Komerowski, et al. ’20“3‘ "Thymidylate synthasn exme,sslon predicts the response to 5-flucrouracii-based -3/ Good
ad'uVa“t hefapv in pancreatic cancer.’ “Clin Cancer Res 9(11): 416
s Johnston, P.G., R. Mick, et al. (1897). "Thymidyiate synthase expression and response to neoadjuvant chemetherapy in -2/ Good
patients with advanced head and n r;l\ cancer.” J Nat! Cancer inst 39{4): 308-13
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Patient: Jane Doo - Case Number: MP-TNO0-00000 - Ordering Physician:

L ERATURE LEVEL OF EVIRENCE ARRRRIERRARAIIIBRE .

Test Ordering Physician, MD

/

Hierarchy Criteria Grade Criteria
of Design
i Evidence obtained from at least one properly designed The study is judged to be valid and relevant as regards
randomized controlied trial. Good resulis, statistical analysis, and conclusions and shows
no significant flaws.
Evidence obtained from weli-designed controlied triais
i1 without randomization. o co s i i
The study is judged to be vaild and relevant as regards
Evidence obtained from weli-designed cohort or case- Fair results, statistical analysis, and conclusions, but contains
§i.2 control analytic studies, preferably from more than one at least one significant but not fatal flaw.
center or research group.
The study is judged to have a fatal flaw such that th
Evidence obtained from muttiple time series with or Poor conclusions are not valid for
-3 without the intervention. Dramatic results in uncontrolied the purposes of this test.
triais might also be regarded as this type of evidence.
Cpinions of respected authorities, based on clinical
i experience, descriptive studies, or reports of expert
committees. .
*Adapted from Harris, T., D. Atkins, et al. (2001). “Current Methods of the U.8.
Preventive Services Tas.& Force.” Am J Prev Med 20(38) ¢
Disclaimer

This test was developed by Caris MPI and their perrnrMarxre characteristic was determined by Caris MPL. it has not been cleared or ap')mwm by the U.S. Food and Drug
Administration (FDA}. se tests are permitied for clinical purposes and shouid not be regarded as purely investigationa! or for research oniy. Caris MPt is certified under

the Clinical Laberamry Improverment Amendments of 1988 (CLIA) as qualitied to perform high-cornplexity clinical testing.

generated by the utilization orinciuded in

By requesting and/or utilizing this test and the report, you agree that the associated analysis, interpretation, and inteliectual pr
the report is copyright protected, proj ary, and ewned by Caris MPL. Caris MPI grants to th j ited right to use ormation to care for the associated
patient, but for no other purpose, inciuding but not imited fo valid ilar test, prograrm, or report, which is strictly prohisited uniess by the express written

s MP1 and with appropriste patient conse By esting a..dlm utilizing this report, you agree that in the event of a breach of these provisions, Caris
ied to receive as dated damages an immediate pay...Eﬂt of $100,000 for each viclation and 1% of the total amount for each day that such a breach
c,f)ntn"e> while d"’Kl‘l") vledging snd agreeing that sotusl da...soes breach would be difficult to calculate, and that such an amount constitutes a reasonable
estimate necessary ic compensate Caris MP] for the damage s s a resuit of the breach of these provisions that are intended to fimit the use of the test for the
care of the associated patient.

asi

Decisions on care and {reatiment should be based on the independent medical judgment of the treating physician taking intc consideration all available
information concerning the patient’s condition, including other laboratory fests, in accordance with the standard of care in a given community, Decisions
regarding care and treatment should not be based on a single test such as this test. The finding of a biomarker expression does not necessarily indicate
phammacologic effectiveness or lack thereof. if a patient's tumor has previcusly progressed on an agent identified as associated with clinical benetit on this
report, the patient should not be retreated with this agent.

1/01/2660
Pushpa Gupta, MD, Patfiologist date

Caris Life Sciences / 445 North Fifth Street / Phoenix, Arizona 85004 / 800.801.5177 / Fax: 866.478.4825 / CLIA 03D1012490
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