10

25

30

35

WO 2014/121325 PCT/AU2014/000083

73

effector function of an Fc region containing protein are known in the art and/or
described herein.

In one example, the Fc region is an IgG4 Fc region (i.e., from an IgG4 constant
region), e.g., a human IgG4 Fc region. Sequences of suitable IgG4 Fc regions will be
apparent to the skilled person and/or available in publically available databases (e.g.,
available from National Center for Biotechnology Information).

In one example, the constant region is a stabilized Ig(G4 constant region. The
term “stabilized IgG4 constant region” will be understood to mean an IgG4 constant
region that has been modified to reduce Fab arm exchange or the propensity to undergo
Fab arm exchange or formation of a half-antibody or a propensity to form a half
antibody. “Fab arm exchange" refers to a type of protein modification for human IgG4,
in which an IgG4 heavy chain and attached light chain (half-molecule) is swapped for a
heavy-light chain pair from another IgG4 molecule. Thus, IgG4 molecules may acquire
two distinct Fab arms recognizing two distinct antigens (resulting in bispecific
molecules). Fab arm exchange occurs naturally in vivo and can be induced in vitro by
purified blood cells or reducing agents such as reduced glutathione. A “half antibody”
forms when an IgG4 antibody dissociates to form two molecules each containing a
single heavy chain and a single light chain.

In one example, a stabilized IgG4 constant region comprises a proline at
position 241 of the hinge region according to the system of Kabat (Kabat er al.,
Sequences of Proteins of Immunological Interest Washington DC United States
Department of Health and Human Services, 1987 and/or 1991). This position
corresponds to position 228 of the hinge region according to the EU numbering system
(Kabat et al., Sequences of Proteins of Immunological Interest Washington DC United
States Department of Health and Human Services, 2001 and Edelman et al., Proc. Natl.
Acad. USA, 63, 78-85, 1969). In human IgG4, this residue is generally a serine.
Following substitution of the serine for proline, the IgG4 hinge region comprises a
sequence CPPC. In this regard, the skilled person will be aware that the “hinge region”
is a proline-rich portion of an antibody heavy chain constant region that links the Fc
and Fab regions that confers mobility on the two Fab arms of an antibody. The hinge
region includes cysteine residues which are involved in inter-heavy chain disulfide
bonds. It is generally defined as stretching from Glu226 to Pro243 of human IgGl
according to the numbering system of Kabat. Hinge regions of other IgG isotypes may
be aligned with the IgG1 sequence by placing the first and last cysteine residues
forming inter-heavy chain disulphide (S-S) bonds in the same positions (see for
example W0O2010/080538).

Ex. 2001 - Page982



10

25

30

35

WO 2014/121325 PCT/AU2014/000083

74

Additional examples of stabilized IgG4 antibodies are antibodies in which
arginine at position 409 in a heavy chain constant region of human IgG4 (according to
the EU numbering system) is substituted with lysine, threonine, methionine, or leucine
(e.g., as described in W0O2006/033386). The Fc region of the constant region may
additionally or alternatively comprise a residue selected from the group consisting of:
alanine, valine, glycine, isoleucine and leucine at the position corresponding to 405
(according to the EU numbering system). Optionally, the hinge region comprises a
proline at position 241 (i.e., a CPPC sequence) (as described above).

In another example, the Fc region is a region modified to have reduced effector
function, i.e., a “non-immunostimulatory Fc region”. For example, the Fc region is an
IgG1 Fc region comprising a substitution at one or more positions selected from the
group consisting of 268, 309, 330 and 331. In another example, the Fc region is an
IgG1 Fc region comprising one or more of the following changes E233P, 234V,
L235A and deletion of G236 and/or one or more of the following changes A327G,
A330S and P331S (Armour et al., Eur J Immunol. 29:2613-2624, 1999; Shields et al., J
Biol Chem. 276(9):6591-604, 2001). Additional examples of non-immunostimulatory
Fc regions are described, for example, in Dall'Acqua et al., J Immunol. 177 : 1129-1138
2006; and/or Hezareh J Virol ;75: 12161-12168, 2001).

In another example, the Fc region is a chimeric Fc region, e.g., comprising at
least one Cy2 domain from an IgG4 antibody and at least one Cy3 domain from an
IgG1 antibody, wherein the Fc region comprises a substitution at one or more amino
acid positions selected from the group consisting of 240, 262, 264, 266, 297, 299, 307,
309, 323, 399, 409 and 427 (EU numbering) (e.g., as described in W0O2010/085682).
Exemplary substitutions include 240F, 262L, 264T, 266F, 297Q, 299A, 299K, 307P,
309K, 309M, 309P, 323F, 3998, and 427F.

Enhancing Effector Function

In one example, an IL-11Ra-binding protein of the present disclosure may
induce effector function or enhanced effector function.

In the context of the present disclosure, “effector functions” refer to those
biological activities mediated by cells or proteins that bind to the Fc region (a native
sequence Fc region or amino acid sequence variant Fc region) of an antibody that result
in killing of a cell. Examples of effector functions induced by antibodies include:
complement dependent cytotoxicity; antibody-dependent-cell-mediated cytotoxicity
(ADCC); antibody-dependent-cell-phagocytosis (ADCP); and B-cell activation.
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In one example, an IL-11Ra-binding protein of the present disclosure binds to
IL-11Ra on the surface of a cell in such a manner that it is capable of inducing an
effector function, such as, ADCC or CDC.

For example, the IL-11Ra-binding protein remains bound to the IL-11Ra on the
surface of the cell for a time sufficient to induce an effector function, such as ADCC
and/or CDC.

In one example, an IL-11Ra-binding protein of the present disclosure is capable
of inducing enhanced effector function, e.g., by virtue of a modified Fc region or by
virtue of comprising a region capable of binding to an immune effector cell. For
example, the level of effector function is increased compared to the level induced by a
human IgG1 or [gG3 Fc region. Enhancing effector function induced by a IL-11Ra-
binding protein of the disclosure may result in enhanced therapeutic or prophylactic
effects, e.g., by not only blocking the action of IL-11Ra but also by killing or depleting
cells causing a condition, e.g., by killing auto-reactive T cells.

In one example, the Fc region of an IL-11Ra-binding protein of the disclosure is
modified to increase the level of effector function it is capable of inducing compared to
the Fc region without the modification. Such modifications can be at the amino acid
level and/or the secondary structural level and/or the tertiary structural level and/or to
the glycosylation of the Fc region.

The skilled addressee will appreciate that greater effector function may be
manifested in any of a number of ways, for example as a greater level of effect, a more
sustained effect or a faster rate of effect.

In one example, the Fc region comprises one or more amino acid modifications
that increase its ability to induce enhanced effector function. In one example, the Fc
region binds with greater affinity to one or more FcyRs, such as FcyRIIL. In one
example, the Fc region comprise at least one amino acid substitution at a position
selected from the group consisting of: 230, 233, 234, 235, 239, 240, 243, 264, 266, 272,
274, 275, 276, 278, 302, 318, 324, 325, 326, 328, 330, 332, and 335, numbered
according to the EU index of Kabat. In one example, the Fc region comprises the
following amino acid substitutions S239D/I332E, numbered according to the EU index
of Kabat. This Fc region has about 14 fold increase in affinity for FcyRIlla compared
to a wild-type Fc region and about 3.3 increased ability to induce ADCC compared to a
wild-type Fc region. In one example, the Fc region comprises the following amino acid
substitutions S239D/A330L/I332E, numbered according to the EU index of Kabat.
This Fc region has about 138 fold increase in affinity for FcyRIIla compared to a wild-
type Fc region and about 323 fold increased ability to induce ADCC compared to a
wild-type Fc region.
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Additional amino acid substitutions that increase ability of a Fc region to induce
effector function are known in the art and/or described, for example, in US6737056 or
US7317091.

In one example, the glycosylation of the Fc region is altered to increase its
ability to induce enhanced effector function. In this regard, native antibodies produced
by mammalian cells typically comprise a branched, biantennary oligosaccharide that is
generally attached by an N-linkage to Asn297 of the Cy2 domain of the Fc region. The
oligosaccharide may include various carbohydrates, e.g., mannose, N-acetyl
glucosamine (GlcNAc), galactose, and sialic acid, as well as a (ucose attached (o a
GlcNAc in the “stem” of the biantennary oligosaccharide structure. In some examples,
Fc regions according to the present disclosure comprise a carbohydrate structure that
lacks fucose attached (directly or indirectly) to an Fc region, i.e., the Fc region is
“afucosylated”. Such variants may have an improved ability to induce ADCC. Methods
for producing afucosylated antibodies include, expressing the antibody or antigen
binding fragment thereof in a cell line incapable of expressing u-1,6-fucosyltransferase
(FUTS) (e.g., as described in Yumane-Ohnuki er al., Biotechnol. Bioengineer. 87: 614-
622, 2004), expressing the antibody or antigen binding fragment thereof in cells
expressing a small interfering RNA against FUTS8 (e.g., as described in Mori et al,
Biotechnol. Bioengineer., 88: 901-908, 2004), expressing the antibody or antigen
binding fragment thereof in cells incapable of expressing guanosine diphosphate
(GDP)-mannose 4,6-dehydratase (GMD) (e.g., as described in Kanda et al, J.
Biotechrnol., 130: 300-310, 2007). The present disclosure also contemplates the use of
proteins having a reduced level of fucosylation, e.g., produced using a cell line
modified to express P—i(1,4)-N-acetylglucosaminyltransferase III (GnT-III) (e.g., as
described in Umana et al., Nat. Biotechnol. 17: 176-180, 1999).

Other methods include the use of cell lines which inherently produce antibodies
capable of inducing enhanced Fc-mediated effector function (e.g. duck embryonic
derived stem cells for the production of viral vaccines, W02008/129058; Recombinant
protein production in avian EBX® cells, WO 2008/142124).

IL-11Ra-binding proteins of the present disclosure also include those with
bisected oligosaccharides, e.g., in which a biantennary oligosaccharide attached to the
Fc region is bisected by GlcNAc. Such proteins may have reduced fucosylation and/or
improved ADCC function. Examples of such proteins are described, e.g., in
US6602684 and US20050123546.

IL-11Ra-binding proteins with at least one galactose residue in the
oligosaccharide attached to the Fc region are also contemplated. Such proteins may
have improved CDC function. Such proteins are described, e.g., in WO1997/30087 and
WO01999/22764.
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IL-11Ra-binding proteins can also comprise a Fc region capable of inducing
enhanced levels of CDC. For example, hybrids of IgG1 and IgG3 produce antibodies
having enhanced CDC activity (Natsume et al., Cancer Res. 68: 3863-3872, 2008).

IL-11Ra-binding proteins can also or alternatively be fused to or conjugated to
proteins (e.g., antibody variable regions) that bind to immune effector cells, e.g., by
virtue of binding to CD3 or CD16.

Methods for determining effector function are known in the art. In one example,
the level of ADCC activity is assessed using a ICr release assay, an europium release
assay or a S release assay. In each of these assays, cells expressing IL-11Ra are
cultured with one or more of the recited compounds for a time and under conditions
sufficient for the compound to be taken up by the cell. In the case of a S release
assay, the cells can be cultured with 338-labeled methionine and/or cysteine for a time
sufficient for the labeled amino acids to be incorporated into newly synthesized
proteins. Cells are then cultured in the presence or absence of the IL-11Ra-binding
protein and in the presence of immune effector cells, e.g., PBMCs and/or NK cells.
The amount of 51Cr, europium and/or 358 in cell culture medium is then detected, and
an increase in the presence of the protein compared to in the absence of protein
indicates that the binding molecule/agent has effector function. Exemplary
publications disclosing assays for assessing the level of ADCC induced by a protein
include Hellstrom et al. Proc. Natl Acad. Sci. USA 83: 7059-7063, 1986 and
Bruggemann et al., J. Exp. Med. 166: 1351-1361, 1987.

Other assays for assessing the level of ADCC induced by a protein include
ACTI™ nonradioactive cytotoxicity assay for flow cytometry (CellTechnology, Inc.
CA, USA) or CytoTox 96® non-radioactive cytotoxicity assay (Promega, WI, USA).

Alternatively, or additionally, effector function of an IL-11Ra-binding protein is
assessed by determining its affinity for one or more FcyRs, e.g., as described in
US7317091.

Clq binding assays may also be carried out to confirm that the IL-11Ra-binding
protein is able to bind C1q and may induce CDC. To assess complement activation, a
CDC assay may be performed (see, for example, Gazzano-Santoro et al., J. Immunol.
Methods 202: 163, 1996).

Additional Modifications

The present disclosure also contemplates additional modifications to an antibody
or IL-11Ra-binding protein comprising an Fc region or constant region.

For example, the antibody comprises one or more amino acid substitutions that
increase the half-life of the protein. For example, the antibody comprises a Fc region

comprising one or more amino acid substitutions that increase the affinity of the Fc
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region for the neonatal Fc region (FcRn). For example, the Fc region has increased
affinity for FcRn at lower pH, e.g., about pH 6.0, to facilitate Fc/FcRn binding in an
endosome. In one example, the Fc region has increased affinity for FcRn at about pH 6
compared to its affinity at about pH 7.4, which facilitates the re-release of Fc into blood
following cellular recycling. These amino acid substitutions are useful for extending
the half life of a protein, by reducing clearance from the blood.

Exemplary amino acid substitutions include T250Q and/or M428L or T252A,
T254S and T266F or M252Y, S254T and T256E or H433K and N434F according to
the EU numbering system. Additional or alternative amino acid substitutions are
described, for example, in US20070135620 or US7083784.

Exemplary IL-11Ro-Binding Proteins
Exemplary variable region containing IL-11Ra-binding proteins produced by

the inventors arc described in Table 1.

Table 1: Sequences of exemplary IL-11Ra-binding proteins

Antibody Name V. amino acid | Vy amino acid
SEQ ID NO SEQ ID NO
1 8E2 5 37
2 TS-303 6 37
3 TS-305 7 37
4 TS-306 8 37
5 TS-307 9 37
6 TS-310 10 37
7 TS-311 11 37
8 TS-312 12 37
9 TS-313 13 37
10 TS-322 14 37
11 TS-2 15 37
12 TS-4 16 37
13 TS-6 17 37
14 TS-7 18 37
15 TS-9 19 37
16 TS-13 20 37
17 TS-14 21 37
18 TS-17 22 37
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19 | TS-20 23 37
20 | TS-21 24 37
21 | TS-22 25 37
22 | TS-29 26 37
23 | TS-32 27 37
24 | TS-49 28 37
25 | T8-51 29 37
26 | TS-55 30 37
27 | TS-57 31 37
28 | TS-58 32 37
29 | TS-63 33 37
30 | TS-64 34 37
31 | TS-66 5 38
32 | TS-69 5 39
33 | 1S-71 5 40
34 | TS-76 5 41
35 | TS-79 5 42
36 | TS-82 5 43
37 | TS-88 5 44
38 | TS-89 5 45
39 | TS-91 5 46
40 | TS-92 5 47
41 | TS-97 5 48
42 | TS-101 5 49
43 | TS-103 5 50
44 | TS-104 5 51
45 | TS-107 5 52
46 | TS-108 5 53
47 | TS-115 5 54
48 | TS-129 5 55
49 | TS-133 5 56
50 | TS-134 5 57
51 | TS-135 5 58
52 | TS-136 5 59
53 | TS-140 5 60
54 | TS-143 5 61
55 | TS-151 5 62

PCT/AU2014/000083
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56 TS-156 5 63
57 TS-213 5 64
58 TS-214 5 65
59 TS-215 S 66
60 TS-218 5 67
61 TS-221 5 68
62 TS-222 5 69
63 TS-224 5 70
64 8E4 73 74
65 8§D10 75 76

Protein Production
In one example, an IL-11Ro-binding protein described herein according to any
example is produced by culturing a hybridoma under conditions sufficient to produce

the protein, e.g., as described herein and/or as is known in the art.

Recombinant Expression

In another example, an IL-11Ro-binding protein described herein according to
any example is recombinant.

In the case of a recombinant protein, nucleic acid encoding same can be cloned
into expression constructs or vectors, which are then transfected into host cells, such as
E. coli cells, yeast cells, insect cells, or mammalian cells, such as simian COS cells,
Chinese Hamster Ovary (CHO) cells, human embryonic kidney (HEK) cells, or
myeloma cells that do not otherwise produce the protein. Exemplary cells used for
expressing a protein are CHO cells, myeloma cells or HEK cells. Molecular cloning
techniques to achieve these ends are known in the art and described, for example in
Ausubel et al., (editors), Current Protocols in Molecular Biology, Greene Pub.
Associates and Wiley-Interscience (1988, including all updates until present) or
Sambrook et al., Molecular Cloning: A Laboratory Manual, Cold Spring Harbor
Laboratory Press (1989). A wide variety of cloning and in vitro amplification methods
are suitable for the construction of recombinant nucleic acids. Methods of producing
recombinant antibodies are also known in the art, see, e.g., US4816567 or US5530101.

Following isolation, the nucleic acid is inserted operably linked to a promoter in
an expression construct or expression vector for further cloning (amplification of the

DNA) or for expression in a cell-free system or in cells.
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As used herein, the term “promoter” is to be taken in its broadest context and
includes the transcriptional regulatory sequences of a genomic gene, including the
TATA box or initiator element, which is required for accurate transcription initiation,
with or without additional regulatory elements (e.g., upstream activating sequences,
transcription factor binding sites, enhancers and silencers) that alter expression of a
nucleic acid, e.g., in response to a developmental and/or external stimulus, or in a tissue
specific manner. In the present context, the term “promoter’ is also used to describe a
recombinant, synthetic or fusion nucleic acid, or derivative which confers, activates or
enhances the expression of a nucleic acid to which it is operably linked. Exemplary
promoters can contain additional copies of one or more specific regulatory elements to
further enhance expression and/or alter the spatial expression and/or temporal
expression of said nucleic acid.

As used herein, the term “operably linked to" means positioning a promoter
relative to a nucleic acid such that expression of the nucleic acid is controlled by the
promoter.

Many vectors for expression in cells are available. The vector components
generally include, but are not limited to, one or more of the following: a signal
sequence, a sequence encoding a protein (e.g., derived from the information provided
herein), an enhancer element, a promoter, and a transcription termination sequence. The
skilled artisan will be aware of suitable sequences for expression of a protein.
Exemplary signal sequences include prokaryotic secretion signals (e.g., pelB, alkaline
phosphatase, penicillinase, Ipp, or heat-stable enterotoxin II), yeast secretion signals
(e.g., invertase leader, a factor leader, or acid phosphatase leader) or mammalian
secretion signals (e.g., herpes simplex gD signal).

Exemplary promoters active in mammalian cells include cytomegalovirus
immediate early promoter (CMV-IE), human elongation factor 1-a promoter (EF1),
small nuclear RNA promoters (Ula and U1lb), ae-myosin heavy chain promoter, Simian
virus 40 promoter (SV40), Rous sarcoma virus promoter (RSV), Adenovirus major late
promoter, B-actin promoter; hybrid regulatory element comprising a CMV enhancer/ -
actin promoter or an immunoglobulin promoter or active fragment thereof. Examples of
useful mammalian host cell lines are monkey kidney CV1 line transformed by SV40
(COS-7, ATCC CRL 1651); human embryonic kidney line (293 or 293 cells subcloned
for growth in suspension culture; baby hamster kidney cells (BHK, ATCC CCL 10); or
Chinese hamster ovary cells (CHO).

Typical promoters suitable for expression in yeast cells such as for example a

yeast cell selected from the group comprising Pichia pasioris, Saccharomyces
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cerevisiae and S. pombe, include, but are not limited to, the ADHI promoter, the GALI
promoter, the GAL4 promoter, the CUPI promoter, the PHO5 promoter, the nmt
promoter, the RPRI promoter, or the 7EF ] promoter.

Means for introducing the isolated nucleic acid or expression construct
comprising same into a cell for expression are known to those skilled in the art. The
technique used for a given cell depends on the known successful techniques. Means for
introducing recombinant DNA into cells include microinjection, transfection mediated
by DEAE-dextran, transfection mediated by liposomes such as by using lipofectamine
(Gibco, MD, USA) and/or cellfectin (Gibco, MD, USA), PEG-mediated DNA uptake,
electroporation and microparticle bombardment such as by using DNA-coated tungsten
or gold particles (Agracetus Inc., WI, USA) amongst others.

The host cells used to produce the protein may be cultured in a variety of media,
depending on the cell type used. Commercially available media such as Ham's FIO
(Sigma), Minimal Essential Medium ((MEM), (Sigma), RPMI-1640 (Sigma), and
Dulbecco's Modified Eagle's Medium ((DMEM), Sigma) are suitable for culturing
mammalian cells. Media for culturing other cell types discussed herein are known in

the art.

Isolation of Proteins

Methods for isolating a protein are known in the art and/or described herein.

Where an IL-11Ro-binding protein is secreted into culture medium, supernatants
from such expression systems can be first concentrated using a commercially available
protein concentration filter, for example, an Amicon or Millipore Pellicon ultrafiltration
unit. A protease inhibitor such as PMSF may be included in any of the foregoing steps
to inhibit proteolysis and antibiotics may be included to prevent the growth of
adventitious contaminants. Alternatively, or additionally, supernatants can be filtered
and/or separated from cells expressing the protein, e.g., using continuous
centrifugation.

The IL-11Ra-binding protein prepared from the cells can be purified using, for
example, ion exchange, hydroxyapatite chromatography, hydrophobic interaction
chromatography, gel electrophoresis, dialysis, affinity chromatography (e.g., protein A
affinity chromatography or protein G chromatography), or any combination of the
foregoing. These methods are known in the art and described, for example in
WO099/57134 or Ed Harlow and David Lane (editors) Antibodies: A Laboratory
Manual, Cold Spring Harbor Laboratory, (1988).
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The skilled artisan will also be aware that a protein can be modified to include a
tag to facilitate purification or detection, e.g., a poly-histidine tag, e.g., a hexa-histidine
tag, or a influenza virus hemagglutinin (HA) tag, or a Simian Virus 5 (V5) tag, or a
FLAG tag, or a glutathione S-transferase (GST) tag. The resulting protein is then
purified using methods known in the art, such as, affinity purification. For example, a
protein comprising a hexa-his tag is purified by contacting a sample comprising the
protein with nickel-nitrilotriacetic acid (Ni-NTA) that specifically binds a hexa-his tag
immobilized on a solid or semi-solid support, washing the sample to remove unbound
protein, and subsequently eluting the bound protein. Alternatively, or in addition a

ligand or antibody that binds to a tag is used in an affinity purification method.

Conjugates

In one example, an IL-11Ro-binding protein of the present disclosure is
conjugated to a compound. For example, the compound is selected from the group
consisting of a radioisotope, a detectable label, a therapeutic compound, a colloid, a
toxin, a nucleic acid, a peptide, a protein, a compound that increases the half life of the
IL-11Ra-binding protein in a subject and mixtures thereof.

The other compound can be directly or indirectly bound to the IL-11Ra-binding
protein (e.g., can comprise a linker in the case of indirect binding). Examples of
compounds include, a radioisotope (e.g., iodine-131, yttrium-90 or indium-111), a
detectable label (e.g., a fluorophore or a fluorescent nanocrystal or quantum dot), a
therapeutic compound (e.g., a chemotherapeutic or an anti-inflammatory), a colloid
(e.g., gold), a toxin (e.g., ricin or tetanus toxoid), a nucleic acid, a peptide (e.g., a
serum albumin binding peptide), a protein (e.g., a protein comprising an antigen
binding domain of an antibody or serum albumin), a compound that increases the half
life of the IL-11Ra-binding protein in a subject (e.g., polyethylene glycol or other water
soluble polymer having this activity) and mixtures thereof. Exemplary compounds that
can be conjugated to a IL-11Ra-binding protein of the disclosure and methods for such
conjugation are known in the art and described, for example, in WO2010/059821.

The IL-11Ra-binding protein may be conjugated to nanoparticles (for example
as reviewed in Kogan et al., Nanomedicine (Lond). 2: 287-306, 2007). The
nanoparticles may be metallic nanoparticles.

The IL-11Ra-binding protein may be comprised in antibody-targeted bacterial
minicells (for example as described in PCT/IB2005/000204).

Some exemplary compounds that can be conjugated to a IL-11Ra-binding

protein of the present disclosure are listed in Table 2.
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Table 2. Compounds useful in conjugation.

Group

Detail

Radioisotopes (either

directly or indirectly)

. 123L IZSL ISOL 133L 135L 47SC, 72AS , 7ZSC, 9OY, 88Y,
97Rll, IOOPd, 101le‘1, 101mRh, HQSb, IZSBH, 197Hg, leAt,
212Bi, 15351’1‘1, 169E11, 212Pb, 109Pd, lllIr1 , 67Gll, 68Gu,
67Cll, 75BI', 76Br , 77BT, gngC, MC, IZ’;N’ 150, 18L 188RC,
ZOSPb, 64C11, IOSRh, 198Au, 199Ag or 177L1]

Half life extenders

» Polyethylene glycol
* Glycerol

¢ Glucose

Fluorescent probes

* Phycoerythrin (PE)

* Allophycocyanin (APC)
* Alexa Fluor 488

+ Cy55

Biologics » fluorescent proteins such as Renilla luciferase, GFP
* immune modulators or proteins, such as cytokines,
e.g., an interferon
* toxins
* an immunoglobulin or antibody or antibody variable
region
* half life extenders such as albumin or antibody
variable regions or peptides that bind to albumin
Chemotherapeutics * Taxol
*+ 5-FU

*  Doxorubicin

¢ Idarubicin

Assaying Activity of an IL-11Re-Binding Protein
Binding to IL-11Ra and Mutants Thereof
It will be apparent to the skilled artisan from the disclosure herein that some IL-

11Ra-binding proteins of the present disclosure bind to the extracellular region (e.g., a
region as described herein) of hIL-11Ra and to specific mutant forms of extracellular
region of hIL-11Ra (e.g., SEQ ID NO: 3 or SEQ ID NO: 85 without or with certain
point mutations) and/or bind to both human and cynomolgus monkey IL-11Ra.
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Methods for assessing binding to a protein are known in the art, e.g., as described in
Scopes (/n: Protein purification: principles and practice, Third Edition, Springer
Verlag, 1994). Such a method generally involves immobilizing the IL-11Ra-binding
protein and contacting it with labeled antigen. Following washing to remove non-
specific bound protein, the amount of label and, as a consequence, bound antigen is
detected. Of course, the IL-11Ra-binding protein can be labeled and the antigen
immobilized. Panning-type assays can also be used. Alternatively, or additionally,
surface plasmon resonance assays can be used.

The assays described above can also be used to detect the level of binding of a
protein to hIL-11Ra or an extracellular region thereof (e.g., as contained within SEQ
ID NO: 3) or to a polypeptide of SEQ ID NO: 3 or SEQ ID NO: 85 or mutant form
thereof.

In one example, an IL-11Ra-binding protein of the present disclosure binds to a
polypeptide of SEQ ID NO: 95 at a level at least about 1.5 fold or 2 fold or 5 fold or 10
fold or 50 fold or 100 fold or 150 fold or 160 fold or 200 fold lower than it binds to a
polypeptide of SEQ ID NO: 85.

In one example, a protein of the present disclosure binds to a polypeptide of
SEQ ID NO: 96 at a level at least about 1.5 fold or 2 fold or 5 fold or 10 fold or 50 fold
or 100 fold or 150 fold or 160 fold or 200 fold lower than it binds to a polypeptide of
SEQ ID NO: 85.

In one example, a protein of the present disclosure binds to a polypeptide of
SEQ ID NO: 86 at a level at least about 1.5 fold or 2 fold or 5 fold or 10 fold or 50 fold
or 100 fold or 150 fold or 160 fold or 200 fold lower than it binds to a polypeptide of
SEQ ID NO: 85.

In one example, a protein of the present disclosure binds to a polypeptide of
SEQ ID NO: 89 at a level at least about 1.5 fold or 2 fold or 5 fold or 10 fold or 50 fold
or 100 fold or 150 fold or 160 fold or 200 fold lower than it binds to a polypeptide of
SEQ ID NO: 85.

The level of binding is conveniently determined using a biosensor.

The present disclosure contemplates any combination of the foregoing
characteristics. In one example, a protein described herein has all of the binding

characteristics set forth in the preceding five paragraphs.

Epitope Mapping
In another example, the epitope bound by a protein described herein is mapped.

Epitope mapping methods will be apparent to the skilled artisan. For example, a series

Ex. 2001 - Page994



10

20

25

30

35

WO 2014/121325 PCT/AU2014/000083

86

of overlapping peptides spanning the IL-11Ra sequence or a region thereof comprising
an epitope of interest, e.g., peptides comprising 10-15 amino acids are produced. The
IL-11Ra-binding protein is then contacted to each peptide and the peptide(s) to which it
binds determined. This permits determination of peptide(s) comprising the epitope to
which the protein binds. If multiple non-contiguous peptides are bound by the protein,
the protein may bind a conformational epitope.

Alternatively, or in addition, amino acid residues within IL-11Ro are mutated,
e.g., by alanine scanning mutagenesis or substitution of evolutionarily conserved amino
acids, and mutations that reduce or prevent binding of the 1L-11Ra-binding protein are
determined. Any mutation that reduces or prevents binding of the IL-11Ra-binding
protein is likely to be within the epitope bound by the IL-11Ra-binding protein.

In this regard, as shown herein, mutation of the valine at position 117 of IL-11R
relative to SEQ ID NO: 1 reduced or prevented binding of 8E2 and 8D10. Further
testing of affinity matured variants of 8E2 confirmed that the V117 residue of IL-11R
was more important for binding relative to the other residues that were analyzed by
mutation.

Another method for determining a region comprising an epitope bound by an
IL-11Ra-binding protein involved substituting a region of hIL-11Ra with the
corresponding region of a form of IL-11Ra to which the IL-11Ra-binding protein does
not bind (e.g., mIL-11Ra). If the IL-11Ra-binding protein does not bind to the mutant
form of IL-11Ra, then residues forming a part of the epitope of the protein may be
within the substituted region.

A further method for determining a region comprising an epitope involves
binding IL-11Ra or a region thereof to an immobilized IL-11Ra-binding protein of the
present disclosure and digesting the resulting complex with proteases. Peptide that
remains bound to the immobilized IL-11Ra-binding protein are then isolated and
analyzed, e.g., using mass spectrometry, to determine their sequence.

A further method involves converting hydrogens in IL-11Ra or a region thereof
to deutrons and binding the resulting protein to an immobilized IL-11Ra-binding
protein of the present disclosure. The deutrons are then converted back to hydrogen,
the IL-11Ra or region thereof isolated, digested with enzymes and analyzed, e.g., using
mass spectrometry to identify those regions comprising deutrons, which would have
been protected from conversion to hydrogen by the binding of an IL-11Ro-binding
protein described herein.

Optionally, the dissociation constant (Kd), association constant (Ka) and/or

affinity constant (Kp) of an immobilized IL-11Ro-binding protein for IL-11Ra or an

Ex. 2001 - Page995



10

20

25

30

35

WO 2014/121325 PCT/AU2014/000083

87

epitope thereof is determined. The "Kd" or "Ka" or “Kp” for an IL-11Ro-binding
protein is in one example measured by a radiolabeled or fluorescently-labeled IL-11Ra
binding assay. In the case of a “Kd”, this assay equilibrates the IL-11Ra-binding
protein with a minimal concentration of labeled IL-11Ra in the presence of a titration
series of unlabeled IL-11Ra. Following washing to remove unbound IL-11Ra, the
amount of label is determined, which is indicative of the Kd of the protein.

According to another example the Kd, Ka or Kp is measured by using surface
plasmon resonance assays, €.g., using BIAcore surface plasmon resonance (BIAcore,
Inc., Piscataway, NJ) with immobilized IL-11Ra or a region thereof or immobilized IL-
11Ra-binding protein.

In some examples, the IL-11Ro-binding protein has a similar Kp or an improved
Kp (.e., a Kp value lower than) than antibody 8E2, because they are likely to compete
for binding to IL-11Ra.

Determining Competitive Binding

Assays for determining a protein that competitively inhibits binding of antibody
8E2 and/or 8D10 and/or 8E4 will be apparent to the skilled artisan. One such method
is exemplified herein.

For example, the antibody is conjugated to a detectable label, e.g., a fluorescent
label or a radioactive label. The labeled antibody and the test IL-11Ra-binding protein
are then mixed and contacted with IL-11Ro or a region thereof (e.g., as contained
within a polypeptide comprising SEQ ID NO: 3) or a cell expressing same. The level
of labeled antibody is then determined and compared to the level determined when the
labeled antibody is contacted with the I1L-11Ra, region or cells in the absence of the IL-
11Ro-binding protein. If the level of labeled antibody is reduced in the presence of the
test IL-11Ra-binding protein compared to the absence of the IL-11Ra-binding protein,
the IL-11Ra-binding protein is considered to competitively inhibit binding of the
antibody to IL-11Ra.

Optionally, the test IL-11Ra-binding protein is conjugated to different label to
the antibody. This alternate labeling permits detection of the level of binding of the test
[L-11Ra-binding protein to IL-11Ra or the region thereof or the cell.

In another example, the IL-11Ra-binding protein is permitted to bind to IL-
11Ra or a region thereof (e.g., as contained within a polypeptide comprising SEQ ID
NO: 3) or a cell expressing same prior to contacting the IL-11Ra, region or cell with
the antibody. A reduction in the amount of bound antibody in the presence of the IL-

11Ro-binding protein compared to in the absence of the IL-11Ra-binding protein
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indicates that the protein competitively inhibits binding of the antibody to IL-11Ra. A
reciprocal assay can also be performed using labeled IL-11Ra-binding protein and first
allowing the antibody to bind to IL-11Ra. In this case, a reduced amount of labeled IL-
11Ra-binding protein bound to IL-11Ra in the presence of the antibody compared to in
the absence of the antibody indicates that the IL-11Ra-binding protein competitively
inhibits binding of the antibody to IL-11Ro.

Any of the foregoing assays can be performed with a mutant form of IL-11Ra
and/or SEQ ID NO: 3 and/or SEQ ID NO: 85 and/or an extracellular region of IL-11R«a
to which 8E2 and/or 8D 10 and/or 8E4 binds, e.g., as described herein.

Determining Neutralization

In some examples of the present disclosure, a protein is capable of neutralizing
IL-11 signaling.

Various assays are known in the art for assessing the ability of a protein to
neutralize signaling of a ligand through a receptor.

In one example, the protein reduces or prevents IL-11 binding to IL-11Ra.
These assays can be performed as a competitive binding assay as described herein
using labeled IL-11 and/or labeled IL-11Ra-binding protein.

In a further example, the IL-11Ra-binding protein reduces proliferation of cells
(e.g., BaF3 cells) expressing IL-11Ra and gpl30 (e.g., cells modified to express the
both proteins) which are cultured in the presence of IL-11. Cells (e.g., about 1x10*
cell) are cultured in the presence of IL-11 (e.g., between about 0.3ng/mL to about
Sng/mL (such as 0.3ng/mL or 0.5ng/mL or Sng/mL for hIL.-11 or 0.5ng/mL or Sng/mL
for cynolL-11) or between about 1ng/mL to about Sng/mL (such as Ing/mL or 3 ng/mL
or Sng/mL) for mIL-11) and the presence or absence of a test IL-11Ra-binding protein.
Methods for assessing cell proliferation are known in the art and include, for example,
MTT reduction and/or thymidine incorporation. An IL-11Ro-binding protein that
reduces the level of proliferation compared to the level observed in the absence of the
IL-11Ra-binding protein is considered to neutralize IL-11R signaling. By testing
multiple concentrations of the IL-11Ra-binding protein an ICso is determined, i.e., a
concentration at which 50% of the maximum inhibition of cell proliferation occurs.
ICsp of 10ug/ml or less. In one example, the ICsp is 9ug/ml or less. For example, the
ICso is 8ug/ml or less. For example, the ICsq is 7ug/ml or less. For example, the ICsg
is 6pg/ml or less. For example, the ICso is Spg/ml or less. For example, the ICs is
4pg/ml or less. For example, the ICsq is 3pug/ml or less. In one example, relating to

each of the foregoing examples, the ICsy can be 10pg/ml or more or 10ng/ml or more.
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A similar assay to that described in the foregoing paragraph can be performed
with B9 cells or T10 cells (Dams-Kozlowska et al., BMC Biotechnol, 12: 8, 2012; and
Yokote et al., J ACAC, 83: 1053-1057, 2000). In the case of an assay making use of
T10 cells, proliferation can be measured by colorimetrically detecting reduction of the
tetrazolium compound, 4-[3-(4-iodophenyl)-2-(4-nitrophenyl)-2H-5-tetrazolio]-1,3-
benzene disulfonate (WST-1).

In a further example, the ability of the IL-11Ra-binding protein to suppress IL-
11-mediated erythropoiesis is assessed. For example, Lin'CD34" cells (e.g., from cord
blood) are contacted with IL-11 in the presence or absence of the IL-11Ra-binding
protein. The amount of erythropoiesis is determined by detecting the number of
CD235a expressing cells, e.g., using FACS. An IL-11Ra-binding protein that reduces
the number of CD235a expressing cells compared to the number in the absence of the
[L-11Ra-binding protein is considered to neutralize IL-11 signaling.

In a still further example, the ability of the IL-11Ra-binding protein to suppress
IL-11-mediated STAT3 phosporylation is assessed. For example, cells expressing IL-
11Ra and gp130 are cultured in the presence of IL.-11 in the presence or absence of the
IL-11Ra-binding protein. The level of STAT3 phosphorylation is then assessed by
Western blotting or FACS using an antibody specific for phosphorylated STAT3. An
exemplary assay making use of FACS is described in Dams-Kozlowska et al., BMC
Biotechnol, 12: 8, 2012.

In another example, the ability of the IL-11Ra-binding protein to suppress IL-
11-mediated proliferation of cancer cells, e.g., gastric cancer cells or acute
myelogenous leukemia (AML) cells is assessed. In these assays cancer cells (e.g.,
AGN or MKN45 gastric cancer cells) are cultured in the presence of IL-11 in the
presence or absence of the IL-11Ro-binding protein. In the case of AML cells, the
cells may also be cultured in the presence of G-CSF. Proliferation of the cells is then
measured using standard techniques, e.g., as discussed above and/or by assessing
formation of L-CFU in the case of AML cells. Exemplary assays adaptable to the
present disclosure are included in Zhang et al., Int J Biol Sci., 8: 383-393, 2012 and
Kimura et al., Leukemia, 13: 1018-1027, 1999.

Other methods for assessing neutralization of IL-11 signaling are contemplated

by the present disclosure.
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Determining Effector Function

As discussed herein, some IL-11Ra-binding proteins of the present disclosure
have reduced effector function or have effector function (or enhanced effector
function). Methods for assessing ADCC activity are known in the art.

In one example, the level of ADCC activity is assessed using a SICr release
assay, an europium release assay or a 338 release assay. In each of these assays, cells
expressing IL-11R are cultured with one or more of the recited compounds for a time
and under conditions sufficient for the compound to be taken up by the cell. In the case
of a *S release assay, cells expressing IL-11Ra can be cultured with *S-labeled
methionine and/or cysteine for a time sufficient for the labeled amino acids to be
incorporated into newly synthesized proteins. Cells are then cultured in the presence or
absence of the IL-11Ra-binding protein and in the presence of immune effector cells,
e.g., peripheral blood mononuclear cells (PBMC) and/or NK cells. The amount of S,
europium and/or *3S in cell culture medium is then detected, and little or no change in
the presence of the IL-11Ra-binding protein compared to in the absence of IL-11Ra-
binding protein indicates that the protein has reduced effector function and an increased
amount compared to in the absence of the IL-11Ra-binding protein (or increased
compared to in the presence of IL-11Ro-binding protein comprising an IgG1 Fc region)
indicating effector function or enhanced effector function. Exemplary publications
disclosing assays for assessing the level of ADCC induced by a protein include
Hellstrom, et al. Proc. Natl Acad. Sci. USA 83:7059-7063, 1986 and Bruggemann, ez
al., J. Exp. Med. 166:1351-1361, 1987.

Other assays for assessing the level of ADCC induced by a protein include
ACTI™ nonradioactive cytotoxicity assay for flow cytometry (CellTechnology, Inc.
CA, USA) or CytoTox 96® non-radioactive cytotoxicity assay (Promega, WI, USA).

Clq binding assays may also be carried out to confirm that the IL-11Ra-binding
protein is able to bind Clq and may induce CDC. To assess complement activation, a
CDC assay may be performed (see, for example, Gazzano-Santoro et al, J. Immunol.
Methods 202: 163, 1996).

Determining Half Life

Some IL-11Ra-binding proteins encompassed by the present disclosure have an
improved half-life, e.g., are modified to extend their half-life compared to IL-11Ra-
binding proteins that are unmodified. Methods for determining an IL-11Ra-binding
protein with an improved half-life will be apparent to the skilled person. For example,

the ability of an IL-11Ra-binding protein to bind to a neonatal Fc receptor (FcRn) is
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assessed. In this regard, increased binding affinity for FcRn increases the serum half-
life of the IL-11Ra-binding protein (see for example, Kim er al., Eur J Immunol,
24:2429, 1994).

The half-life of an IL-11Ra-binding protein of the disclosure can also be
measured by pharmacokinetic studies, e.g., according to the method described by Kim
et al, Eur J of Immunol 24:542, 1994. According to this method radiolabeled IL-11Ra-
binding protein is injected intravenously into mice and its plasma concentration is
periodically measured as a function of time, for example at 3 minutes to 72 hours after
the injection. The clearance curve thus obtained should be biphasic, that is, an alpha
phase and beta phase. For the determination of the in vivo half-life of the protein, the
clearance rate in beta-phase is calculated and compared with that of the wild type or

unmodified protein.

Assessing Therapeutic Efficacy

Assays for assessing therapeutic efficacy are described hereinabove in relation
to determining neutralization by an IL-11Ra-binding protein.

In another example, the efficacy of a protein to treat a condition is assessed
using an in vivo assay.

For example, the IL-11Ra-binding protein is tested in an animal model of
arthritis. Exemplary models include a SKG strain of mouse (Sakaguchi et al., Nature,
426: 454-460), rat type II collagen arthritis model, mouse type II collagen arthritis
model or antigen induced arthritis models in several species (Bendele J Musculoskel
Neuron Interact; 1(4):377-385, 2001). In these assays, arthritis is induced and the
ability of the IL-11Ra-binding protein to reduce one or more symptoms of arthritis,
e.g., joint inflammation and/or markers of inflammation in synovial fluid is assessed.
An IL-11Ra-binding protein that reduces a symptom of arthritis is considered useful for
treating this condition or an IL-11-mediated condition (e.g., an IL-11-mediated
inflammatory condition).

The IL-11Ra-binding protein can also or alternatively be tested in a model of
COPD, e.g., in which a non-human mammal (e.g., a rodent, such as, a mouse) is
exposed to cigarette smoke. Following exposure, the mammal is administered an IL-
11Ro-binding protein and the level of lung inflammation and/or the number of
neutrophils in the lung is assessed or estimated using standard techniques. An IL-
11Ra-binding protein that reduces lung inflammation and/or the number of neutrophils

is considered useful for treating lung inflammation or COPD or an IL-11-mediated
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condition (e.g., an IL-11-mediated inflammatory condition, such as an IL-11-mediated
inflammatory Tung condition).

The IL-11Ra-binding protein can also or alternatively be tested in a Th2-
inflammatory condition, such as asthma or airway hyperreactivity. An exemplary
model of allergic asthma is the mouse OVA-model, e.g., as described in Wang et al, J.
Immunol. 165: 2222, 2000. Following induction of inflammation, an IL-11Ra-binding
protein is administered to the mice and symptoms of asthma, such as numbers of
eosinophils in bronchoalveolar lavage fluid (BAL), mucus secretion and/or goblet cell
hyperplasia are assessed. Other models of asthma are known in the art and include an
ovine model of inflammatory asthma as described in W0O2002/098216, a mouse model
of allergic asthma, e.g., induced by host dust mite protein (Fattouh er al., Am J Respir
Crit Care Med 172: 314-321, 2005), a mouse model of severe asthma in which IL-5
and eotaxin are overexpressed, or mice receiving intratracheal instillation of poly-I1-
lysine which are hypersensitive to methacholine when delivered as an aerosol (Homma
et al., Am J Physiol Lung Cell Mol Physiol 289: 1.413-1.418, 2005).

The IL-11Ra-binding protein can additionally or alternatively be tested in a
model of cancer, e.g., gastric cancer. For example, mice homologous for the Y757F
mutant of gp130 (gp130Y"™Y7%") develop gastric tumors Jenkins e al, Blood 109:
2380-2388, 2007). Mice (e.g., eight week old mice) are treated with an IL-11Ra-
binding protein and the number and/or weight of gastric polyps assessed. An IL-11Ra-
binding protein that reduces polyp size and/or weight is considered useful for treating
cancer. A similar assay can be used to test for an effect on colon cancer, in which
gp130Y7STHYISTE
sodium sulfate (DSS) essentially as described in Greten (et al, Cell, 118: 285-296,
2004) to induce colon cancer prior to treatment with the IL-11Ra-binding protein.

mice are treated with azoxymethane (AOM) followed by dextran

The IL-11Ra-binding protein can additionally or alternatively be tested in a
model of cancer metastasis or cancer-related bone disease, e.g., as described in Li ez al.,

Oncol. Lert. 3: 802-806, 2012.

Conditions to be Treated

The present disclosure contemplates treatment or prevention of any condition
that is caused by or exacerbated by IL-11 in a subject.

In one example, the condition is an autoimmune or inflammatory condition.

In one example, the autoimmune condition is an autoimmune joint condition,
such as, inflammatory arthritis, rheumatoid arthritis or idiopathic arthritis, e.g., juvenile

idiopathic arthritis. In one example, the condition is theumatoid arthritis.
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In one example, the autoimmune condition is an autoimmune bowel condition,
such as inflammatory bowel disease, such as ulcerative colitis or Crohn's disease.

In one example, the autoimmune condition is an autoimmune skin condition,
such as psoriasis.

In one example, the inflammatory condition is an inflammatory lung condition,
such as, a pulmonary disease associated with neutrophil infiltration. For example, the
condition is asthma, chronic obstructive pulmonary disease (COPD), rhinitis or allergy.
In one example, the condition is asthma.

Other exemplary inflammatory conditions include infection-induced
inflammation (e.g., inflammation induced by M. tuberculosis), gastric inflammation
(e.g., associated with gastric cancer), or inflammatory dermatis (e.g., atopic dermatitis).

In one example, the condition is a wasting condition, such as cachexia or
sarcopenia. In one example, wasting condition is cachexia. For example, the cachexia
is associated with or caused by a condition selected from rheumatoid arthritis, diabetes,
cardiac disease, chronic kidney disease, chronic pulmonary inflammation, intestinal
inflammation, inflammatory bowel disease, age, sepsis or AIDS. In one example, the
cachexia is associated with or caused by cancer.

In one example, the condition is a bone condition, e.g., caused by insufficient
bone formation and/or excessive bone catabolism. Exemplary bone conditions include
osteoporosis  (including post-menopausal osteoporosis), bone fracture, bone
resorption/damage caused by cancer (e.g., metastastic bone cancer, myeloma or Paget’s
disease of bone) and bone resorption/damage caused by treatment of cancer (e.g.,
chemotherapy, hormone ablation or hormone inhibition).

In one example, the condition is cancer. Exemplary cancers include
hematologic cancers, cancers of epithelial origin, gastric cancer, pancreatic cancer, liver
cancer, osteosarcoma, endometrial cancer or ovarian cancer.

In one example, the subject is resistant to, does not adequately respond to, or is
unsuitable for treatment with another compound used to treat the condition. For
example, the subject suffering from an autoimmune or inflammatory condition is
resistant to, does not adequately respond to, or is unsuitable for treatment with a
corticosteroid and/or an immunosuppressant and/or cyclophosphamide and and/or
methotrexate and/or an anti-TNF antibody or soluble TNF receptor and/or an anti-
CD20 antibody and/or an anti-IL6 antibody and/or an anti-CD22 antibody.
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Compositions

In some examples, an IL-11Ra-binding protein as described herein can be
administered orally, parenterally, by inhalation spray, adsorption, absorption, topically,
rectally, nasally, bucally, vaginally, intraventricularly, via an implanted reservoir in
dosage formulations containing conventional non-toxic pharmaceutically-acceptable
carriers, or by any other convenient dosage form. The term “parenteral” as used herein
includes subcutaneous, intravenous, intramuscular, intraperitoneal, intrathecal,
intraventricular, intrasternal, and intracranial injection or infusion techniques.

Methods for preparing an IL-11Ra-binding protein into a suitable form for
administration to a subject (e.g. a pharmaceutical composition) are known in the art and
include, for example, methods as described in Remington's Pharmaceutical Sciences
(18th ed., Mack Publishing Co., Easton, Pa., 1990) and U.S. Pharmacopeia: National
Formulary (Mack Publishing Company, Easton, Pa., 1984).

The pharmaceutical compositions of this disclosure are particularly useful for
parenteral administration, such as intravenous administration or administration into a
body cavity or lumen of an organ or joint. The compositions for administration will
commonly comprise a solution of an IL-11Ro-binding protein dissolved in a
pharmaceutically acceptable carrier, for example an aqueous carrier. A variety of
aqueous carriers can be used, e.g., buffered saline and the like. The compositions may
contain pharmaceutically acceptable auxiliary substances as required to approximate
physiological conditions such as pH adjusting and buffering agents, toxicity adjusting
agents and the like, for example, sodium acetate, sodium chloride, potassium chloride,
calcium chloride, sodium lactate and the like. The concentration of an IL.-11Ra-binding
proteins of the present disclosure in these formulations can vary widely, and will be
selected primarily based on fluid volumes, viscosities, body weight and the like in
accordance with the particular mode of administration selected and the patient's needs.
Exemplary carriers include water, saline, Ringer's solution, dextrose solution, and 5%
human serum albumin. Nonaqueous vehicles such as mixed oils and ethyl oleate may
also be used. Liposomes may also be used as carriers. The vehicles may contain minor
amounts of additives that enhance isotonicity and chemical stability, e.g., buffers and
preservatives.

Upon formulation, an IL-11Ra-binding proteins of the present disclosure will be
administered in a manner compatible with the dosage formulation and in such amount
as is therapeutically/prophylactically effective. Formulations are easily administered in
a variety of dosage forms, such as the type of injectable solutions described above, but

other pharmaceutically acceptable forms are also contemplated, e.g., tablets, pills,
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capsules or other solids for oral administration, suppositories, pessaries, nasal solutions
or sprays, aerosols, inhalants, liposomal forms and the like. Pharmaceutical "slow
release” capsules or compositions may also be used. Slow release formulations are
generally designed to give a constant drug level over an extended period and may be
used to deliver an IL-11Ra-binding protein of the present disclosure.

WO02002/080967 describes compositions and methods for administering
aerosolized compositions comprising antibodies for the treatment of, e.g., asthma,
which are also suitable for administration of an IL-11Ra-binding protein of the present

disclosure.

Combination Therapies

In one example, an IL-11Ra-binding protein of the present disclosure is
administered in combination with another compound useful for treating a condition
described herein, either as combined or additional treatment steps or as additional
components of a therapeutic formulation.

For example, the other compound is an anti-inflammatory compound.
Alternatively, or additionally, the other compound is an immunosuppressant.
Alternatively, or additionally, the other compound is a corticosteroid, such as
prednisone and/or prednisolone. Alternatively, or additionally, the other compound is
methotrexate. Alternatively, or additionally, the other compound is cyclophosphamide.
Alternatively, or additionally, the other compound is mycophenolate mofetil.
Alternatively, or additionally, the other compound is an anti-CD20 antibody (e.g.,
rituximab or ofatumumab). Alternatively, or additionally, the other compound is an
anti-CD22 antibody (e.g., epratuzumab). Alternatively, or additionally, the other
compound is an anti-TNF antibody (e.g., infliximab or adalimumab or golimumab) or
soluble TNF receptor (e.g., etanercept). Alternatively, or additionally, the other
compound is a CTLA-4 antagonist (e.g., abatacept, CTLA4-Ig). Alternatively, or
additionally, the other compound is an anti-IL-6 antibody. Alternatively, or
additionally, the other compound is a BLys antagonist, such as an anti-BLys antibody
(e.g., belimumab).

In another example, the other compound is a chemotherapy drug or other drug
used for treating cancer.

In another example, the protein described herein is administered before or after

radiotherapy for the treatment of cancer.
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Dosages and Timing of Administration

Suitable dosages of an IL-11Ra-binding proteins of the present disclosure will
vary depending on the specific an IL-11Ra-binding protein, the condition to be treated
and/or the subject being treated. It is within the ability of a skilled physician to
determine a suitable dosage, e.g., by commencing with a sub-optimal dosage and
incrementally modifying the dosage to determine an optimal or useful dosage.
Alternatively, to determine an appropriate dosage for treatment/prophylaxis, data from
the cell culture assays or animal studies are used, wherein a suitable dose is within a
range of circulating concentrations that include the EDsg of the active compound with
little or no toxicity. The dosage may vary within this range depending upon the dosage
form employed and the route of administration utilized. A
therapeutically/prophylactically effective dose can be estimated initially from cell
culture assays. A dose may be formulated in animal models to achieve a circulating
plasma concentration range that includes the ICsg (i.e., the concentration or amount of
the compound which achieves a half-maximal inhibition of symptoms) as determined in
cell culture. Such information can be used to more accurately determine useful doses in
humans. Levels in plasma maybe measured, for example, by high performance liquid
chromatography.

In some examples, a method of the present disclosure comprises administering a
prophylactically or therapeutically effective amount of a protein described herein.

The term “therapeutically effective amount” is the quantity which, when
administered to a subject in need of treatment, improves the prognosis and/or state of
the subject and/or that reduces or inhibits one or more symptoms of a clinical condition
described herein to a level that is below that observed and accepted as clinically
diagnostic or clinically characteristic of that condition. The amount to be administered
to a subject will depend on the particular characteristics of the condition to be treated,
the type and stage of condition being treated, the mode of administration, and the
characteristics of the subject, such as general health, other diseases, age, sex, genotype,
and body weight. A person skilled in the art will be able to determine appropriate
dosages depending on these and other factors. Accordingly, this term is not to be
construed to limit the present disclosure to a specific quantity, e.g., weight or amount of
protein(s), rather the present disclosure encompasses any amount of the IL-11Ra-
binding protein(s) sufficient to achieve the stated result in a subject.

As used herein, the term “prophylactically effective amount” shall be taken to
mean a sufficient quantity of a protein to prevent or inhibit or delay the onset of one or

more detectable symptoms of a clinical condition. The skilled artisan will be aware
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that such an amount will vary depending on, for example, the specific IL-11Ra-binding
protein(s) administered and/or the particular subject and/or the type or severity or level
of condition and/or predisposition (genetic or otherwise) to the condition. Accordingly,
this term is not to be construed to limit the present disclosure to a specific quantity,
e.g., weight or amount of IL-11Ra-binding protein(s), rather the present disclosure
encompasses any amount of the IL-11Ra-binding protein(s) sufficient to achieve the
stated result in a subject.

For in vivo administration of the IL-11Ra-binding protein described herein,
normal dosage amounts may vary from about 10ng/kg up to about 100mg/kg of an
individual's body weight or more per day. For repeated administrations over several
days or longer, depending on the severity of the disease or disorder to be treated, the
treatment can be sustained until a desired suppression of symptoms is achieved.

In some examples, the IL-11Ro-binding protein is administered at an initial (or
loading) dose of between about 1mg/kg to about 30mg/kg, such as from about 1mg/kg
to about 10mg/kg, or about 1mg/kg or about 2mg/kg or Smg/kg. The IL-11Ra-binding
protein can then be administered at a lower maintenance dose of between about
0.01lmg/kg to about 2mg/kg, such as from about 0.05mg/kg to about 1mg/kg, for
example, from about 0.1mg/kg to about 1mg/kg, such as about 0.1mg/kg or 0.5mg/kg
or lmg/kg. The maintenance doses may be administered every 7-30 days, such as,
every 10-15 days, for example, every 10 or 11 or 12 or 13 or 14 or 15 days.

In some examples, the IL-11Ra-binding protein is administered at a dose of
between about 0.01mg/kg to about 50mg/kg, such as between about 0.05mg/kg to about
30mg/kg, for example, between about 0.1mg/kg to about 20mg/kg, for example,
between about 0.1mg/kg to about 10mg/kg, such as between about 0.1mg/kg to about
2mg/kg. For example, the IL-11Ra-binding protein is administered at a dose of
between about 0.01mg/kg to about 5Smg/kg, such as from about 0.1mg/kg to about
2mg/kg, such as about 0.2mg/kg or 0.3mg/kg or 0.5mg/kg or Img/kg or 1.5mg/kg (e.g.,
without a higher loading dose or a lower maintenance dose). In some examples,
numerous doses are administered, e.g., every 7-30 days, such as, every 10-22 days, for
example, every 10-15 days, for example, every 10 or 11 or 12 or 13 or 14 or 15 or 16 or
17 or 18 or 19 or 20 or 21 or 22 days. For example, the IL-11Ra-binding protein is
administered every 7 days or every 14 days or every 21 days.

In some examples, at the time of commencing therapy, the mammal is
administered the IL-11Ra-binding protein on no more than 7 consecutive days or 6

consecutive days or 5 consecutive days or 4 consecutive days.
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In the case of a mammal that is not adequately responding to treatment, multiple
doses in a week may be administered. Alternatively, or in addition, increasing doses
may be administered.

In another example, for mammals experiencing an adverse reaction, the initial
(or loading) dose may be split over numerous days in one week or over numerous
consecutive days.

Administration of an IL-11Ra-binding protein according to the methods of the
present disclosure can be continuous or intermittent, depending, for example, on the
recipient's physiological condition, whether the purpose of the administration is
therapeutic or prophylactic, and other factors known to skilled practitioners. The
administration of an IL-11Ra-binding protein may be essentially continuous over a
preselected period of time or may be in a series of spaced doses, e.g., either during or

after development of a condition.

IL-11Ra Detection Assays

The following assays can be performed with an IL-11Ra-binding protein of the
disclosure, e.g., an IL-11Ra-binding protein conjugated to a detectable label as
discussed herein. Detection of IL-11Ra or cells expressing same with an assay
described herein is useful for diagnosing or prognosing a condition.

An immunoassay is an exemplary assay format for diagnosing a condition in a
subject or detecting IL-11Ra and cells expressing same in a sample. The present
disclosure contemplates any form of immunoassay, including Western blotting,
enzyme-linked immunosorbent assay (ELISA), fluorescence-linked immunosorbent
assay (FLISA), competition assay, radioimmunoassay, lateral flow immunoassay, flow-
through immunoassay, electrochemiluminescent assay, nephelometric-based assays,
turbidometric-based assay. and fluorescence activated cell sorting (FACS)-based
assays.

One form of a suitable immunoassay is, for example, an ELISA or FLISA.

In one form such an assay involves immobilizing an IL-11Ra-binding protein of
the disclosure onto a solid matrix, such as, for example a polystyrene or polycarbonate
microwell or dipstick, a membrane, or a glass support (e.g. a glass slide). A test sample
is then brought into direct contact with the IL-11Ra-binding protein and IL-11Ra or
cells expressing same in the sample is bound or captured. Following washing to
remove any unbound protein in the sample, an IL-11Ra-binding protein that binds to
IL-11Ra at a distinct epitope or binds to a different antigen on a cell is brought into
direct contact with the captured IL-11Ra or cell. This detector protein is generally

labeled with a detectable reporter molecule, such as for example, an enzyme (e.g.
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horseradish peroxidase (HRP), alkaline phosphatase (AP) or B-galactosidase) in the
case of an ELISA or a fluorophore in the case of a FLISA. Alternatively, a second
labeled protein can be used that binds to the detector protein. Following washing to
remove any unbound protein the detectable reporter molecule is detected by the
addition of a substrate in the case of an ELISA, such as for example hydrogen peroxide,
TMB, or toluidine, or 5-bromo-4-chloro-3-indol-beta-D-galaotopyranoside (x-gal). Of
course, the immobilized (capture) protein and the detector protein may be used in the
opposite manner.

The level of the antigen in the sample is then determined using a standard curve
that has been produced using known quantities of the marker or by comparison to a
control sample.

The assays described above are readily modified to use chemiluminescence or
electrochemiluminescence as the basis for detection.

As will be apparent to the skilled artisan, other detection methods based on an
immunosorbent assay are useful in the performance of the present disclosure. For
example, an immunosorbent method based on the description supra using a radiolabel
for detection, or a gold label (e.g. colloidal gold) for detection, or a liposome, for
example, encapsulating NAD+ for detection or an acridinium linked immunosorbent
assay.

In some examples of the disclosure, the level of IL-11Ra or cell expressing
same is determined using a surface plasmon resonance detector (e.g.., BlIAcore™, GE
Healthcare, Piscataway, N.J.), a flow through device, for example, as described in
US7205159; a micro- or nano-immunoassay device (e.g., as described in
US20030124619); a lateral flow devices (e.g., as described in US20040228761 or
US20040265926); a fluorescence polarization immunoassay (FPIA e.g., as described in
US4593089 or US4751190); or an immunoturbidimetric assay (e.g., as described in
US5571728 or US6248597).

Samples and Control Samples

As will be apparent to the skilled artisan, some of the examples described herein
require some degree of quantification to determine the level of IL-11Ra or cell
expressing same. Such quantification may be determined by the inclusion of a suitable
control sample in an assay of the disclosure.

In one example, a suitable control sample is a sample that is derived from a
healthy subject or a normal subject.

In the present context, the term ‘“‘healthy subject” shall be taken to mean an
individual who is known not to suffer from a condition associated with IL-11Ra, e.g.,
an inflammatory condition.
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The term “normal subject” shall be taken to mean an individual having a normal
level of IL-11Ra or cell expressing same in a sample compared to a population of
individuals.

The present disclosure also contemplates the control sample as being a data set
obtained from a normal and/or healthy subject or a population of normal and/or healthy
subjects.

In one example, a method of the disclosure additionally comprises determining
the level of IL-11Ra in a control sample, e.g., using a method described herein.

In one example, a sample [rom the subject and a control sample are assayed at
approximately or substantially the same time.

In one example, the sample from the subject and the control sample are assayed
using the same method of the disclosure as described herein in any one or more

examples to allow for comparison of results.

Kits

The present disclosure additionally comprises a kit comprising one or more of
the following:
(i) an IL-11Ra-binding protein of the disclosure or expression construct(s)
encoding same;
(i1) a cell of the disclosure; or
(iii)  a pharmaceutical composition of the disclosure.

In the case of a kit for detecting IL-11Ra, the kit can additionally comprise a
detection means, e.g., linked to a IL-11Ra-binding protein of the disclosure.

In the case of a kit for therapeutic/prophylactic use, the kit can additionally
comprise a pharmaceutically acceptable carrier.

Optionally a kit of the disclosure is packaged with instructions for use in a
method described herein according to any example.

The present disclosure includes the following non-limiting Examples.
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Non-Limiting Examples
Materials and Methods

Phage display

Human IL-11Ra specific antibodies were isolated from a human Fab-phagemid
antibody library. Phage that bound to immobilized hIL-11Ro-Fc (R&D Systems Cat.
No. 1977-MR) were eluted in the presence of either wildtype hIL-11 or a hIL-11
mutein. A number of positive clones (as confirmed by phagemid ELISA) were

reformatted to human IgG4 antibodies.

IL-11 responsive cell proliferation assay

hIL-11, cynolL-11 and mIL-11 responsive BaF3 cell lines were used to test the
ability of antibodies to block IL-11 bioactivity. The mIL-11 responsive BaF3 cell line
is described in WO2009/052588.

hIL-11 and cynollL-11 responsive BaF3 cell lines were stably transfected with
constructs encoding wild-type human and cynolL-11Ra, respectively, and human
gp130 and cynomolgus monkey gp130, respectively. Cells were selected by growth in
media containing hIL-11 or cynolL-11 and clonal cell lines were derived by limit
dilution cloning. A number of stably transfected clones were analyzed for their dose-
responsive proliferation (using a thymidine incorporation assay) when cultured in the
presence of hIL-11 or cyno IL-11. One hIL-11 responsive clone and one cynolL-11
responsive clone were each selected for analysis of antibodies.

IL-11 responsive BaF3 cells were seeded at about 1 x 10" cells/well in 96 well
plates in RPMI/10%FCS/Glutamax/PenStrep in the presence of a submaximal
concentration of IL-11 (hIL-11: 0.3ng/mL or 0.5ng/mL or 5ng/mL; mIL-11: Ing/mL,
3ng/mL or Sng/mL; cyno IL-11: 0.5ng/mL or Sng/mL) and increasing concentrations of
purified monoclonal antibodies or a hIL-11 mutein (comprising SEQ ID NO: 110 and
having a N-terminal hexa HIS tag) in a total volume of 200uL/well. Cells were initially
cultured in the presence of antibody or hIL-11 mutein for 30 minutes prior to addition
of cytokine. Cells were cultured for about 48-50 hours at 37°C and pulsed with *H-
thymidine for the last 6 hours of culture. Cells were harvested onto glass fibre filters
and the level of radioactive thymidine incorporated into DNA determined by liquid
scintillation counting. Assays were performed in duplicate and mean values for each

assay point were then plotted.
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Affinity maturation of antibody SE2

Antibody 8E2 was affinity matured using the following method. The sequences
encoding the Vg and Vi of 8E2 were inserted into a phagemid construct to encode a
germlined Fab and germline stop templates were created by replacing 18 codons (6
amino acid residues) in all CDRs, except CDR-L2, with TAA stop codons. Libraries
were constructed using methods essentially as described by Sidhu er al. (Methods in
Enzymology: 238: 333-336, 2000). Each stop template was used as template for the
Kunkel mutagenesis method (Kunkel er al., Methods in Enzymology: 154: 367-382,
1987) with mutagenic oligonucleotides designed to simultaneously repair the stop
codons and introduce mutations at the designed sites. The mutagenesis reactions were
introduced into E. coli by electroporation, and phage production was initiated with
addition of helper phage. After overnight growth at 30°C, the phage were harvested by
precipitation with PEG/NaCl.

Libraries were cycled through several rounds of selection with decreasing
concentration of biotinylated polypeptide comprising SEQ ID NO: 3. The target

concentration was reduced 10-fold with each round.

Antibody binding to domain-swapped IL-11R mutant polypeptides

Various soluble forms of IL-11R comprising regions of hIL-11R and mIL-11R
were produced and comprise sequences as set forth in SEQ ID NOs: 3 and 86-90 and
the binding of antibodies 8E2, 8D10 and 8E4 to those polypeptides was determined
using Western blotting or Biacore analysis.

For Biacore analysis, anti-human was IgG immobilized on the sensor surface at
~10,000-12,000RU and each antibody was captured at between 0.2ug/ml and 0.5pg/ml
every cycle for 120 seconds. IL-11 receptors were injected over captured antibodies at
varying concentrations, ranging from 1uM down to 2.5nM, including injections of
buffer blanks. Association was monitored for 3-5 minutes, dissociation was monitored
for 3-10 minutes. Approximate affinities were determined by fitting binding curves of

each interaction to a 1:1 Kinetic Model.

Antibody binding to point mutants of soluble hIL-11R

Various point mutants of soluble forms of IL-11R were produced in which
amino acids from mIL-11 were introduced into a soluble form of hIL-11 (SEQ ID NO:
85) (see Table 5 for positions of mutations relative to SEQ ID NO: 1 and for reference
to the SEQ ID NO: of each polypeptide) and the binding of antibodies to those
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polypeptides or to polypeptides of SEQ ID NO: 3 or SEQ ID NO: 85 was determined
using Biacore analysis or FACS.

Anti-human IgG Fc specific antibody was chemically immobilized on a CM5
chip to ~9000 RU. Antibodies were captured at about 0.3-1 pg/ml for 120 seconds on 2
spots in each flow cell. Adjacent spots consisting of only anti human IgG were used as
a reference. IL-11 receptors were injected over the captured antibodies and reference
spots at 40,10, 5 and 2.5 nM in duplicate. Blank injections of buffer only were also
performed in duplicate. Injection was performed for 3 minutes and dissociation
monitored for a further 5 minutes.

Binding curves were reference subtracted and buffer blanked before fitting to a

1:1 kinetic model.

Antibody-mediated inhibition of IL-11 signaling in cancer cells

DLD-1 (colorectal cancer cell line) and MKN-28 (gastric cancer cell line) cells
were stimulated with increasing concentrations of hIL-11 for 15 minutes or incubated
in the presence of increasing concentrations of 8E2 anti-IL.-11R or BM4 isotype control
antibodies prior to stimulation with hulL-11 (50 ng/ml). Cells were fixed and
permeabilized then stained with PE-conjugated anti-phosphoSTAT-3 antibodies. Cells

were analyzed by flow cytometry. The assays were performed in duplicate.

Example 1: Antibody isolation and characterization
Three antibodies, 8E2, 8D10 and 8E4, were isolated from a Fab-phagemid
antibody library based on their ability to inhibit hIL.-11 dependent transfected BaF3 cell

proliferation. 8E4 also inhibited mouse IL-11 dependent BaF3 cell proliferation.

8E2, 8D10 and 8E4 bound to cells transfected with hIL-11Ra or cynolL-11Ra.
8E4, but not 8E2 and 8D10, bound to cells transfected with mIL-11Ra.

Of the three antibodies, 8E2 had the best thermal stability as assessed by
differential scanning calorimetry (with a Tm of between 69.8°C and 76.6°C compared
to between 63.2°C and 71.4°C for 8D10 and 8E4).

8E2 was selected and affinity matured. Heavy and light chain libraries were
used to generate clones with mutated CDRs (Figures 1, 2 and 3). Binding of 62 of these
affinity variants to hIL-11R was assessed by Biacore and relative ability to inhibit hIL-

11 induced proliferation of BaF3 cells was determined. Results are shown in Table 3.
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Table 3: Characteristics of affinity matured antibodies
mAb! ICso (ng/ml)> KD (M)* Fold increase

in potency

relative to SE2
hu8E2-TS-82 0.26 2.05E-09 4.3
hu8E2-TS-79 0.21 2.13E-09 5.3
hu8E2-TS-88 0.36 2.25E-09 3.0
hu8E2-TS-71 0.29 2.49E-09 3.8
hu8E2-TS-76 0.32 2.73E-09 3.4
hu8E2-TS-92 0.18 3.20E-09 2.3
hu8E2-TS-69 1.46 3.56E-09 0.9
hu8E2-TS-89 0.12 4.50E-09 1.4
hu8E2-TS-91 0.34 4.73E-09 1.3
hu8E2-TS-66 2.84 7.46E-09 0.5
hu8E2-TS-115 0.26 7.35E-10 5.7
hu8E2-TS-101 0.19 7.85E-10 2.1
hu8E2-TS-104 0.28 9.95E-10 5.2
hu8E2-TS-97 0.26 1.22E-09 1.6
hu8E2-TS-107 0.20 1.29E-09 7.4
hu8E2-TS-108 0.12 1.93E-09 12.7
hu8E2-TS-151 0.26 2.42E-10 24
hu8E2-TS-136 0.16 2.32E-10 6.0
hu8E2-TS-143 0.39 4.16E-10 1.6
hu8E2-TS-140 0.42 4.71E-10 1.5
hu8E2-TS-133 0.23 5.13E-10 4.1
hu8E2-TS-134 0.22 5.20E-10 4.3
hu8E2-TS-135 0.20 5.25E-10 4.8
hu8E2-TS-129 0.20 6.30E-10 4.7
hu8E2-TS-156 0.13 6.31E-10 4.9
hu8E2-TS-221 0.20 6.34E-10 2.6
hu8E2-TS-214 0.31 1.11E-09 1.6
hu8E2-TS-218 0.19 1.39E-09 2.7
hu8E2-TS-215 0.34 1.85E-09 1.5
hu8E2-TS-224 0.39 1.91E-09 1.2
hu8E2-TS-222 0.16 1.91E-09 3.3
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mADb! ICsp (ug/ml)* KD (M)* Fold increase
in potency
relative to 8E2
hu8E2-TS-213% 0.51 > s
0.00000000900
hu8E2-TS-306 0.15 1.07E-09 3.3
hu8E2-TS-307 0.25 1.32E-09 1.9
hu8E2-TS-305 0.23 1.58E-09 2.1
hu8E2-TS-311 0.60 1.69E-09 0.6
hu8E2-TS-312 0.29 1.76E-09 1.2
hu8E2-TS-310 0.84 2.09E-09 0.4
hu8E2-TS-303 0.35 4.09E-09 1.4
hu8E2-TS-313 0.51 5.56E-09 0.7
hu8E2-TS-322 0.33 6.01E-09 1.1
hu8E2-TS-7 0.63 1.08E-10 3.3
hu8E2-TS-20 1.30 2.84E-10 0.6
hu8E2-TS-6 0.41 2.89E-10 1.4
hu8E2-TS-4 0.31 2.95E-10 6.6
hu8E2-TS-14 0.52 3.42E-10 1.6
hu8E2-TS-21 0.31 2.30E-10 2.7
hu8E2-TS-17 0.35 3.90E-10 2.3
hu8E2-TS-103 0.33 4.97E-10 4.5
hu8E2-TS-22 0.40 8.38E-10 2.0
hu8E2-TS-2 0.26 5.29E-10 7.9
hu8E2-TS-29 0.33 1.06E-09 2.5
hu8E2-TS-9 0.68 2.29E-09 3.1
hu8E2-TS-32 0.41 9.56E-09 24
hu8E2-TS-13 NP NP
hu8E2-TS-51 0.28 4.55E-10 3.6
hu8E2-TS-55 0.21 4.83E-10 438
hu8E2-TS-64 0.26 6.36E-10 5.4
hu8E2-TS-63 0.27 6.42E-10 5.1
hu8E2-TS-57 0.25 6.58E-10 3.9
hu8E2-TS-58 0.23 9.57E-10 6.0
hu8E2-TS-49 0.19 1.50E-09 5.2
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mADb! ICsp (ug/ml)* KD (M)* Fold increase
in potency
relative to 8E2
hu8E2 WT 4.54E-09
hu8E2 WT 2 5.03E-09
Mean hu8E2 WT (n=2) N/D 4.78E-09

L Sequence of antibody Vi and Vi as set out in Table 1

? Potency ((ug/ml) as determined in BaF Human IL-11R cell proliferation assay
? Biacore data generated at pH 8.5 and 37°C

NP means no potency; N/D means not determined

* some heterogeneity observed, an accurate Kp difficult to determine

Ten affinity matured antibodies, (TS-306, TS-2, TS-4, TS-7, TS-14, TS-51, TS-
101, TS-108, TS-134 and TS-136,) were selected based on their improved ability to
inhibit hII.-11 induced prolifcration in BaF3 cclls in comparison to 8E2, 8D10 and 8E4,
and their improved affinity to human IL-11Ra compared to 8E2. CDR sequence was
also considered in selecting these affinity matured antibodies. Some clones which had
a CDR sequence close to or the same as the relevant consensus sequence were selected.

These antibodies were tested for inhibition of human, cyno and/or mouse IL-11-
induced proliferation of BaF3 cells transfected with human, cyno or mouse IL-11R.
Binding to human and cyno IL-11R transfected cells and measurement of mean
fluorcscence intensity by flow cytometry was also performed. Compared to the parcntal
8E2 clone, each of the selected clones more potently inhibited hIL-11 and cyno-1L-11-
induced proliferation and bound with greater affinity to human and cyno IL-11R.

Example 2: Comparison of antagonism by hIL.-11 mutein and antibodies

The antagonistic activity of several antibodies was compared to that of a hIL-11
mutein (comprising SEQ ID NO:110 and having a N-terminal hexa HIS tag)) using the
assay described above using the BaF3 ccll line transfected with nucleic acid encoding
human IL-11R and human gp130 and 0.3ng/mL human IL-11. Results are presented in
Table 4.

Ex. 2001 - Page1015



10

15

WO 2014/121325 PCT/AU2014/000083

107

Table 4: Comparison of IL-11 signaling antagonism between anti-IL11R antibodies
and a hIL-11 mutein

average IC50 | SD

nM nM
8E2 2.24 0.73
S8E4 5.84 5.61
SD10 0.43 0.46
S8E2-TS-51 1.14 0.13
SE2-TS-2 0.65 0.24
SE2-TS-134 2.50 0.63
8E2-TS-7 4.00 2.62
S8E2-TS-4 1.22 0.32
8E2-TS-136 2.19 1.36
6xHis hIL-11 mutein 19.39 14.51

The data presented in Table 4 indicate that all antibodies tested inhibit IL-11
signaling more effectively than the hIL-11 mutein. Due to the large difference in
molecular weight between the mutein and the antibodies, ICsp values are expressed in
nM.

Example 3: Epitope Mapping

Competition ELISA and Biacore data indicate that 8E2, 8E4 and 8D10 compete
with each other for binding to hIL-11Ra and may recognize the same region of hIL-
11Ra.

Domain swapping (murine-human) Biacore data showed that at least amino
acids 111-215 (Fn type 3 domain 1) of hIL-11Ra (SEQ ID NO: 1) was required for 8E2
and 8D 10 binding and substituting mouse for human sequence in this region reduced
the affinity of 8E4 binding (Table 5).
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Table 5. Binding of IL-11 receptors to antibodies.
Sequence SE4 SE2 8D10 4E5
SEQ ID NO: 86 weak binding | N/B N/B strong binding
SEQ ID NO: 87 strong binding | strong binding | strong binding | strong binding
SEQ ID NO: 88 strong binding | strong binding | strong binding | weak binding
SEQ ID NO: 89 weak binding | N/B N/B weak binding
SEQ ID NO: 3 N/A strong binding | strong binding | weak binding
SEQ ID NO: 90 N/A N/B N/B strong binding

N/A: not assessed
N/B: no or ablated binding

4ES5 is a mouse monoclonal antibody with strong binding affinity to mouse IL-11Ra.

In the results presented in Table 5, reference to “strong binding” indicates
affinities (Kp) of about 10nM or lower. Reference to ‘“weak binding” indicates
affinities (Kp) of about 50nM or higher.

Twenty eight constructs having a single amino acid substitution in the region
covering both the Ig-like domain and the Fibronectin type 3 domain 1 of hIL-11Ra
were made by replacing the native human amino acid with the corresponding mouse
Five mutants of a truncated hIL-11R (SEQ ID NO:85) (P65S,
KO66R, L101S, V117E, A178S) were expressed and purified (numbering relative to the
amino acid position in SEQ ID NO:1). Corresponding constructs were used to transfect
cells, which were subsequently stained with 8E2, 8E4 and 8D10. 8E2 and 8E10 binding

was shown to be reduced in V117E transfected cells by flow cytometry.

amino acid residue.

Flow data were confirmed by Biacore. All Biacore sensorgrams fitted well to a
1:1 binding model and the derived Kp values are given in Table 6.

The V117E mutant did not bind to 8E2 and 8D10 at the concentrations used in
this assay, and a Kp for this interaction could not be determined. This residue
contributes to the binding interaction of these two antibodies.

The K66R mutation led to a decrease in Kp of just over twofold when compared
to WT D1/2 (SEQ ID NO: 85) for antibodies 8E2 and 8D10, indicating some
involvement of this residue in antibody binding.

The mutants V117E and K66R also bound to antibody 8E4 with a significantly
lower affinity than WT D1/2 (SEQ ID NO: 85). These residues may contribute to the

binding interaction of antibody 8E4 with hIL-11Ra.
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ANOVA and Tukey’s Multiple Comparisons tests indicated that both V95E and
K44R affinities were significantly different (p<0.05) to WT D1/2 (SEQ ID NO: 85) for
all antibodies tested.

All of the mutant forms of IL-11R tested in this example were able to bind to
IL-11, indicating that the mutations did not induce a substantial conformational change

in the receptor.

Table 6: Affinities of antibodies for point mutants of soluble human IL-11Ra (SEQ ID

NO: 85)
Receptor / Mutant KD (nM)

8E2 8E4 8D10
K66R (SEQ ID NO: 96) 2.4 +0.13 5.6 +0.1 1.3 + 0.09
L101S (SEQ ID NO: 98) 1.17 +0.03 2.98 + 0.06 0.7+ 0.03
P65S (SEQ ID NO: 97) 1.08 +£0.02 271 £0.1 0.67 £0.02
A178S (SEQ ID NO: 99) 1.1 +0.05 2.63 +0.1 0.6 + 0.03
V117E (SEQ ID NO: 95) * 5.54 £ 0.1 *
SEQ ID NO: 85 1.0, 1.1 3.2,3.7 0.57,0.69
SEQ ID NO: 85 1.0 +0.04 2.78 + 0.08 0.58 +£ 0.03
SEQ ID NO: 3 1.8 +0.06 4.0+0.1 1.0+ 0.03

Affinities of antibodies for various receptor mutants. N=2 for WT D1/2 (SEQ ID NO:
85), both values are shown. All other values are mean = SE. N=3 for WT F/L (SEQ
ID NO: 3), N=4 for all others. Values highlighted in bold have K values significantly
different to WT D1/2 (p<0.05). Positions of mutations are relative to SEQ ID NO: 1. *

indicates undetectable binding.

Example 4: Comparative data

A non-neutralizing anti-IL-11R antibody (4D12; commercially available
antibody from Santa Cruz) was shown to bind to human IL-11Ra by ELISA. 4D12 was
shown to bind to BaF3 cells transfected with human IL-11Ro and was shown to bind to
293 cells transfected with human or mouse IL-11Ra.

4D 12 did not neutralize human or mouse IL-11 induced cellular proliferation in
BaF3 cells incubated with 0.5ng/mL hIL-11 or 3ng/mL mIL-11R.

Competition ELISAs were uses to show that 4D12 does not compete for binding
to IL-11Ra with either 8D10 or 8E2.
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Example 5: Anti-IL-11R antibodies inhibit IL.-11 signaling in cancer cells
As shown in Figure 4, TL-11 induces phosphorylation of STAT-3 in DLD-1
colon cancer cells and MKN-28 stomach cancer cells. Figure 4 also shows that

antibody 8E2 inhibits STAT-3 phosphorylation in these cells, whereas an isotype
control antibody does not.
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CLAIMS:

1. An IL-11Ra-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11Ra
and neutralizes 1L-11 signaling, and wherein the antigen binding domain is capable of
binding to hlL-11Ra and cynolL-11Ra.

2. An IL-11Ra-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11R«a
and neutralizes TL-11 signaling and the protein inhibits IL-11-mediated proliferation of

BaF3 cells expressing IL-11Ra and gp130 with an ICs of 10ug/ml or less.

3. An IL-11Ro-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11Ra
and neutralizes IL-11 signaling and the level of binding of the 1L-11Ro-binding protein
to a polypeptide of SEQ ID NO: 86 or 89 is lower than the level of binding of the IL-
11Ra-binding to a polypeptide of SEQ ID NO: 3 and/or 85.

4. The IL-11Ra-binding protein of claim 3, wherein the protein does not detectably
bind to a polypeptide of SEQ ID NO: 86 or 89.

5. An IL-11Ra-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11Ra
and neutralizes I1.-11 signaling and the antigen binding domain binds to an epitope

comprising residues within the first fibronectin I1I domain of IL-11Ro.

6. The IL-11Ra-binding protein of claim 5, wherein the epitope comprises residues

within the immunoglobulin-like domain and the first fibronectin I1I domain of IL-11Ra

7. An IL-11Ra-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11Ra
and neutralizes IL-11 signaling and wherein the protein competitively inhibits binding
of antibody 8E2 (comprising a heavy chain comprising a sequence set forth in SEQ ID
NO: 83 and a light chain comprising a sequence set forth in SEQ ID NO: 84) and/or
antibody 8E4 (comprising a heavy chain comprising a sequence set forth in SEQ ID
NO: 92 and a light chain comprising a sequence set forth in SEQ ID NO: 91) and/or
antibody 8D10 (comprising a heavy chain comprising a sequence set forth in SEQ ID
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NO: 94 and a light chain comprising a sequence set forth in SEQ ID NO: 93) to a
polypeptide of SEQ TD NO: 3 and/or 85.

8. An IL-11Ra-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11Ra
and neutralizes IL-11 signaling and wherein the level of binding of the IL-11Ra-
binding protein to a polypeptide of SEQ ID NO: 95 is lower than the level of binding of
the IL-11Ra-binding protein to a polypeptide of SEQ ID NO: 85.

9. The IL-11Ra-binding protein of claim 8, which competitively inhibits binding
of antibody 8E2 (comprising a heavy chain comprising a sequence set forth in SEQ ID
NO: 83 and a light chain comprising a sequence set forth in SEQ ID NO: 84) and/or
8E4 (comprising a heavy chain comprising a sequence set forth in SEQ ID NO: 92 and
a light chain comprising a sequence set forth in SEQ ID NO: 91) and/or 8D10
((comprising a heavy chain comprising a sequence set forth in SEQ ID NO: 94 and a
light chain comprising a sequence set forth in SEQ ID NO: 93) to a polypeptide of SEQ
ID NO: 3 and/or 85.

10. The IL-11Ra-binding protein of claim 8 or 9, wherein the antigen binding
domain cross-reacts with:

(1) a polypeptide of SEQ ID NO: 97; and/or

(ii) a polypeptide of SEQ ID NO: 98; and/or

(iii)  a polypeptide of SEQ ID NO: 99.

11.  An IL-11Ra-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11Ra
and neutralizes IL-11 signaling and wherein the antigen binding domain comprises at
least one of:

(1) a Vg comprising a complementarity determining region (CDR) 1 comprising a
sequence at least about 40% identical to a sequence set forth between amino acids 31-
35 of SEQ ID NO: 37, a CDR2 comprising a sequence at least about 76% identical to a
sequence set forth between amino acids 50-66 of SEQ ID NO: 37 and a CDR3
comprising a sequence at least about 55% identical to a sequence set forth between
amino acids 99-107 of SEQ ID NO: 37,

(ii) a Vg comprising a sequence at least about 95% or 96% or 97% or 98% or 99%
identical to a sequence set forth in SEQ ID NO: 37;
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(iii) a VL comprising a CDR1 comprising a sequence at least about 45% identical to
a sequence set forth between amino acids 24-34 of SEQ ID NO: 5, a CDR2 comprising
a sequence set forth between amino acids 50-56 of SEQ ID NO: 5 and a CDR3
comprising a sequence at least about 44% identical to a sequence set forth between
amino acids 89-97 of SEQ ID NO: 5;

(iv)  a Vp comprising a sequence at least about 94% identical to a sequence set forth
in SEQ ID NO: 5;

(v) a Vg comprising a CDR1 comprising a sequence set forth between amino acids
31-35 of SEQ ID NO: 74, a CDR2 comprising a sequence set forth between amino
acids 50-66 of SEQ ID NO: 74 and a CDR3 comprising a sequence set forth between
amino acids 99-115 of SEQ ID NO: 74,

(vi) a Vy comprising a sequence set forth in SEQ ID NO: 74;

(vil) a Vi comprising a CDR1 comprising a sequence set forth between amino acids
23-36 of SEQ ID NO: 73, a CDR2 comprising a sequence set forth between amino
acids 52-58 of SEQ ID NO: 73 and a CDR3 comprising a sequence set forth between
amino acids 91-101 of SEQ ID NO: 73;

(viil) a Vi comprising a sequence set forth in SEQ ID NO: 73;

(ix) a Vg comprising a CDR1 comprising a sequence set forth between amino acids
31-35 of SEQ ID NO: 76, a CDR2 comprising a sequence set forth between amino
acids 50-66 of SEQ ID NO: 76 and a CDR3 comprising a sequence set forth between
amino acids 99-107 of SEQ ID NO: 76,

(x) a Vg comprising a sequence set forth in SEQ ID NO: 76;

(xi) a Vi comprising a CDR1 comprising a sequence set forth between amino acids
24-34 of SEQ ID NO: 75, a CDR2 comprising a sequence set forth between amino
acids 50-57 of SEQ ID NO: 75 and a CDR3 comprising a sequence set forth between
amino acids 89-97 of SEQ ID NO: 75;

(xil) a Vp comprising a sequence set forth in SEQ ID NO: 75;

(xiii) a Vpy as set forth in (i) and a V. as set forth in (iii);

(xiv) a Vy as set forth in (i) and a V. as set forth in (iv);

(xv) a Vyas set forth in (ii) and a V. as set forth in (iii);

(xvi) a Vp as set forth in (ii) and a Vg, as set forth in (iv);

(xvii) a Vy as set forth in (v) and a V¢ as set forth in (vii);

(xviii) a Vg as set forth in (v) and a Vi, as set forth in (viii);

(xix) a Vy as set forth in (vi) and a V as set forth in (vii);

(xx) a Vg as set forth in (vi) and a Vy, as set forth in (viii);

(xxi) a Vy as set forth in (ix) and a V as set forth in (xi);
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(xxii) a Vp as set forth in (ix) and a V. as set forth in (Xii);
(xxiii) a Vy as set forth in (x) and a V as set forth in (xi); or

(xxiv) a Vj as set forth in (x) and a V| as set forth in (xii).

12.  The IL-11Ro-binding protein of claim 112, wherein the antigen binding domain
comprises:

1) a Vg comprising a sequence set forth in SEQ ID NO: 71 and a Vi comprising a
sequence set forth in SEQ ID NO: 35; or

(i1) a Vy comprising a sequence set forth in SEQ ID NO: 72 and a Vi comprising a
sequence set forth in SEQ ID NO: 36.

13.  An IL-11Roa-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL-11Ra
and neutralizes IL-11 signaling and wherein the antigen binding domain comprises:

(i) a Vy comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a V comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(i)  a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(iii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 38
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(iv) a Vg comprising a sequence set forth in SEQ ID NO: 38 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(v) a Vy comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 39
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(vi) a Vg comprising a sequence set forth in SEQ ID NO: 39 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(vil)) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 40
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(viil) a Vg comprising a sequence set forth in SEQ ID NO: 40 and a Vi, comprising a
sequence set forth in SEQ ID NO: 5;
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(ix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 41
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(x) a Vg comprising a sequence set forth in SEQ ID NO: 41 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 42
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xi1) a Vg comprising a sequence set forth in SEQ ID NO: 42 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xiil) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 43
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xiv) a Vg comprising a sequence set forth in SEQ ID NO: 43 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 44
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xvi) a Vpy comprising a sequence set forth in SEQ ID NO: 44 and a Vi, comprising a
sequence set forth in SEQ ID NO: 5;

(xvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 45
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xviii) a Vg comprising a sequence set forth in SEQ ID NO: 45 and a Vy, comprising a
sequence set forth in SEQ ID NO: 5;

(xix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 46
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xx) a Vg comprising a sequence set forth in SEQ ID NO: 46 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xxi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 47
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxii) a Vg comprising a sequence set forth in SEQ ID NO: 47 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;
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(xxiii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 48
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxiv) a Vg comprising a sequence set forth in SEQ ID NO: 48 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xxv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 49
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxvi) a Vyz comprising a sequence set forth in SEQ ID NO: 49 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xxvii)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 50
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxviii) a Vg comprising a sequence set forth in SEQ ID NO: 50 and a Vi, comprising
a sequence set forth in SEQ ID NO: 5;

(xxix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 51
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxx) a Vpy comprising a sequence set forth in SEQ ID NO: 51 and a Vi, comprising a
sequence set forth in SEQ ID NO: 5;

(xxxi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 52
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxxii)a Vg comprising a sequence set forth in SEQ ID NO: 52 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xxxiii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 53
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxxiv) a Vg comprising a sequence set forth in SEQ ID NO: 53 and a Vi comprising
a sequence set forth in SEQ ID NO: 5;

(xxxv)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 54
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxxvi) a Vg comprising a sequence set forth in SEQ ID NO: 54 and a Vi comprising
a sequence set forth in SEQ ID NO: 5;
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(xxxvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 55
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xxxviii) a Vg comprising a sequence set forth in SEQ ID NO: 55 and a Vi, comprising
a sequence set forth in SEQ ID NO: 5;

(xxxix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 56
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(x1) a Vg comprising a sequence set forth in SEQ ID NO: 56 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xli) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 57
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xlii) a Vg comprising a sequence set forth in SEQ ID NO: 57 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xliii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 58
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xliv) a Vy comprising a sequence set forth in SEQ ID NO: 58 and a Vi, comprising a
sequence set forth in SEQ ID NO: 5;

(xlv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 59
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xlvi) a Vg comprising a sequence set forth in SEQ ID NO: 59 and a V| comprising a
sequence set forth in SEQ ID NO: 5;

(xlvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 60
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(xlviii)a Vg comprising a sequence set forth in SEQ ID NO: 60 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(xlix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 61
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

0)) a Vg comprising a sequence set forth in SEQ ID NO: 61 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;
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(1i) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 62
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(lii) a Vg comprising a sequence set forth in SEQ ID NO: 62 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(liii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 63
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(liv) a Vg comprising a sequence set forth in SEQ ID NO: 63 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(Iv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 64
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(Ivi) a Vg comprising a sequence set forth in SEQ ID NO: 64 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(lvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 65
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(lviii) a Vy comprising a sequence set forth in SEQ ID NO: 65 and a Vi, comprising a
sequence set forth in SEQ ID NO: 5;

(lix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 66
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(Ix) a Vg comprising a sequence set forth in SEQ ID NO: 66 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(Ixi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 67
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(Ixii) a Vg comprising a sequence set forth in SEQ ID NO: 67 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(Ixiii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 68
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(Ixiv) a Vg comprising a sequence set forth in SEQ ID NO: 68 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;
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(Ixv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 69
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(Ixvi) a Vg comprising a sequence set forth in SEQ ID NO: 69 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(Ixvii) a Vy comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 70
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(Ixviii)a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(Ixix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 70
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(Ixx) a Vg comprising a sequence set forth in SEQ ID NO: 70 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(Ixxi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 6;

(Ixxii) a Vyx comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising a
sequence set forth in SEQ ID NO: 6;

(Ixxiii)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 7;

(Ixxiv)a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 7;

(Ixxv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 8;

(Ixxvi)a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 8;

(Ixxvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 9;

(Ixxviii) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising
a sequence set forth in SEQ ID NO: 9;
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(Ixxix)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 10;

(Ixxx) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 10;

(Ixxxi)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 11;

(Ixxxii) a Vy comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 11;

(Ixxxiii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 12;

(Ixxxiv) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 12;

(Ixxxv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 13;

(Ixxxvi) a Vi comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 13;

(Ixxxvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 14;

(Ixxxviii)a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 14;

(Ixxxix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 15;

(xc) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 15;

(xci) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 16;

(xcii) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 16;
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(xciii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 17;

(xciv) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 17;

(xcv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 18;

(xcvi) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 18;

(xcvii)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 19;

(xcviil) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 19;

(xcix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 20;

(©) a Vi comprising a sequence set forth in SEQ ID NO: 37 and a V. comprising a
sequence set forth in SEQ ID NO: 20;

(ci) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 21;

(cii) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 21;

(ciii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 22;

(civ) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 22;

(cv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 23;

(cvi) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 23;
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(cvil) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 24;

(cviil) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 24;

(cix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 25;

(cx) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 25;

(cxi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 26;

(cxil) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 26;

(cxiil) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 27;

(cxiv) a Vy comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising a
sequence set forth in SEQ ID NO: 27;

(cxv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 28;

(cxvi) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 28;

(cxviil)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 29;

(cxviil) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising
a sequence set forth in SEQ ID NO: 29;

(cxix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 30;

(cxx) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 30;
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(cxxi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 31;

(cxxii)a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 31;

(cxxiii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 32;

(cxxiv) a Vy comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 32;

(cxxv)a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 33;

(cxxvi) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 33;

(cxxvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 34; or

(cxxviii) a Vi comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising
a sequence set forth in SEQ ID NO: 34.

14. An IL-11Ra-binding protein comprising an antigen binding domain of an
antibody, wherein the antigen binding domain binds to or specifically binds to IL.-11Ra
and neutralizes IL-11 signaling and wherein the antigen binding domain comprises:

(1) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 49
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(ii) a Vg comprising a sequence set forth in SEQ ID NO: 49 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(iii)) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 53
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(iv) a Vg comprising a sequence set forth in SEQ ID NO: 53 and a Vi, comprising a
sequence set forth in SEQ ID NO: 5;
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v) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 57
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(vi) a Vg comprising a sequence set forth in SEQ ID NO: 57 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(vil) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 58
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(viii) a Vg comprising a sequence set forth in SEQ ID NO: 58 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(ix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 8;

(x) a Vy comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising a
sequence set forth in SEQ ID NO: 8;

(xi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 15;

(xii) a Vpy comprising a sequence set forth in SEQ ID NO: 37 and a Vi, comprising a
sequence set forth in SEQ ID NO: 15;

(xiii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 16;

(xiv) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 16;

(xv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 18;

(xvi) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 18;

(xvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 29; or

(xviii) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 29.
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15.  The IL-11Ra-binding protein of any one of claims 1 to 14 comprising at least a
heavy chain variable region (Vy) and a light chain variable region (Vy), wherein the Vg
and Vp, bind to form a Fv comprising an antigen binding domain, wherein the Vy and
the Vi are in a single polypeptide chain or the Vi and Vy are in separate polypeptide

chains.

16. The IL-11Ro-binding protein of claim 15, wherein if the Vg and Vi are in a

single polypeptide chain, the protein is:

(1) a single chain Fv fragment (scFv);

(i1) a dimeric scFv (di-scFv);

(iii) one of (i) or (ii) linked to a constant region of an antibody, Fc or a heavy chain
constant domain (Cy) 2 and/or Cy3; or

(iv)  one of (i) or (ii) linked to a protein that binds to an immune effector cell, or

if the Vi and Vi, are in separate polypeptide chains the protein is:

) a diabody;

(i1) a triabody;

(iii)  a tetrabodys;

(iv)  aFab;
(v)  aF(ab’)y;
(vi) a Fv;

(vil) one of (i) to (vi) linked to a constant region of an antibody, Fc or a heavy chain
constant domain (Cy) 2 and/or Cy3;
(viii) one of (i) to (vi) linked to a protein that binds to an immune effector cell; or

(ix)  an antibody.

17.  An antibody that binds to IL-11Ra and neutralizes IL-11 signaling, the antibody
comprising:

) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 49
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(i1) a Vg comprising a sequence set forth in SEQ ID NO: 49 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(iii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 53
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;
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(iv) a Vg comprising a sequence set forth in SEQ ID NO: 53 and a Vi comprising a
sequence set forth in SEQ TD NO: 5;

v) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 57
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(vi) a Vg comprising a sequence set forth in SEQ ID NO: 57 and a V| comprising a
sequence set forth in SEQ ID NO: 5;

(vii)) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 58
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 5;

(viii)) a Vg comprising a sequence set forth in SEQ ID NO: 58 and a Vi comprising a
sequence set forth in SEQ ID NO: 5;

(ix) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 8;

(x) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a V. comprising a
sequence set forth in SEQ ID NO: 8;

(xi) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a V;, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 15;

(xii) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 15;

(xiii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 16;

(xiv) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 16;

(xv) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDRI1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 18;

(xvi) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 18;

(xvii) a Vg comprising CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 37
(optionally, also comprising the amino acid N-terminal to CDR1) and a Vi, comprising
CDRs 1, 2 and 3 of a sequence set forth in SEQ ID NO: 29; or
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(xviii) a Vg comprising a sequence set forth in SEQ ID NO: 37 and a Vi comprising a
sequence set forth in SEQ ID NO: 29.

18.  The IL-11Ra-binding protein of any one of claims 1 to 16 or the antibody of

claim 17, which is conjugated to another compound.

19. A nucleic acid encoding the IL-11Ra-binding protein of any one of claims 1 to
16 or the antibody of claim 17 or a polypeptide thereof.

20. An expression construct comprising the nucleic acid of claim 19.

21.  An isolated or recombinant cell expressing the IL-11Ra-binding protein of any

one of claims 1 to 16 or the antibody of claim 17.

22 A composition comprising an IL-11Ra-binding protein of any one of claims 1 to

16 or 18 or the antibody of claim 17 or 18 and a pharmaceutically acceptable carrier.

23. A method for treating or preventing an IL-11-mediated condition in a subject,
the method comprising administering the IL-11Ra-binding protein of any one of claims

1 to 16 or 18 or the antibody of claim 17 or 18 or the composition of claim 22.

24. A method for preventing pregnancy in a subject, the method comprising
administering the I1.-11Ra-binding protein of any one of claims 1 to 16 or 18 or the

antibody of claim 17 or 18 or the composition of claim 22.

25. Use of the IL-11Ra-binding protein of any one of claims 1 to 16 or 18 or the

antibody of claim 17 or 18 or the composition of claim 22 in medicine.

26. Use of the IL-11Ra-binding protein of any one of claims 1 to 16 or 18 or the
antibody of claim 17 or 18 in the manufacture of a medicament to treat an IL-11-

mediated condition.

27.  The IL-11Ro-binding protein of any one of claims 1 to 16 or 18 or the antibody
of claim 17 or 18 or the composition of claim 22 for use in the treatment of an IL-11-

mediated condition.
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28. A method for localizing and/or detecting and/or diagnosing and/or prognosing
an IL-11-mediated condition associated with a cell expressing IL-11Ra, the method
comprising detecting in vivo the IL-11Ro-binding protein of claim 18 or the antibody
of claim 18 bound to the IL-11Ra expressing cell, if present, wherein the IL-11Ra-
binding protein or antibody is conjugated to a detectable tag.

29. The method of claim 28 additionally comprising administering the IL-11Ra-
binding protein or antibody to the subject.

30. A method for detecting IL-11Ra or a cell expressing same in a sample, the
method comprising contacting the sample with the IL-11Ra-binding protein of any one
of claims 1 to 16 or 18 or the antibody of claim 17 or 18 such that a complex forms and
detecting the complex, wherein detection of the complex is indicative of IL-11Ra or a
cell expressing same in the sample.

31. A method for diagnosing or prognosing a IL-11Ro-mediated condition, the
method comprising performing the method of claim 30 to detect IL-11Ra or a cell
expressing same, wherein detection of the IL-11Ra or cell expressing same is

diagnostic or prognostic of the condition.

32. The method of any one of claims 23, 28 or 31 or the use of claim 26 or the IL-
11Ra-binding protein or the antibody or the composition for use of claim 27, wherein
the IL-11-mediated condition is an autoimmune condition, an inflammatory condition,

a wasting condition, a bone condition or a cancer.
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CDR3
SE2 GUPSRFSGSGSGTDETFTISSLQPEDTATYYC| QQVYDNL SPT|FGPGTRKVDIK SEQ ID NO: 5
TS-3C3 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYDNL SPT|FGPGTKVDIK SEQ ID NO: &
TS-3C5 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QOYDNL SPT|FGPGTKVDIK SEQ ID NO: 7
TS-3C6 GVPSRFSGSGSGTDFTFTISSLOPEDIATYYC| QQYDNL SPT|FGPGTKVDIK SEQ ID NO: 8
TS-3C7 GVPSRFSGSGSGTDFTFTISSLQPEDTIATYYC| QQYDNL SPT|FGPGTKVDIK SEQ ID NO: 9
TS-310 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYDNL SPT|FGPGTKVDIK SEQ ID NO: 1
TS-311 GUVPSRFSGSGSGIDFTFTISSLQPEDIATYYC| QQYDNL SPT|FGPGTKVDIK SEQ ID NO: 1
TS-312 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYDNL SPT|FGPGTKVDIK SEQ ID NO: 1
TS-313 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYDNL SPT|FGPGTKVDIK SEQ ID NO: 1
TS-322 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QOQYDNL SPT|FGPGTKVDIK SEQ ID NO: 1
TS-2 GVPSRFSGSCSCTDFTFTISSLOPEDIATYYC| QQAEDQ SPT|FGPGTKVDIK SEQ ID NO: 1
TS-4 GVPSRFSGSCSGTDFTFTISSLQPEDIATYYC| QQHEFQ SPT|FGPGTKVDIK SEQ ID NO: 1
TS-6 GVPSRFSGSGSGTIDFTFTISSLQPEDIATYYC| EQFESQ SPT|FGPGTKVDIK SEQ ID NO: 1
TS-7 GVPSRFSGSGSGTDFTFTISSLOPEDIATYYC| QQHENQ SPT|FGPGTKVDIK SEQ ID NO: 1
TS-9 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQAEEQ SPT|FGPGTKVDIK SEQ ID NO: 1
TS-13 GUPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QONETQ SPT|FGPGTKVDIK SEQ ID NO: 2
TS-14 GUVPSRFSGSGSGTDFTFTISSLOPEDIATYYC| QQHDNQ SPT|FGPGTKVDIK SEQ ID NO: 2
r1s$-17 GVPSRESGSGSGIOF IELLESLOPEILATYYC| SQFESQ SPU|EGPGLIKVDLK SEQ 1D NO: 2
TS-2C GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQNESQ SPT|FGPGTKVDIK SEQ ID NO: 2
TS-21 GUPSRFSGSGSGTDFTFTISSLOPEDIATYYC| QQSESQ SPT|FGPGTKVDIK SEQ ID NO: 2
TS-22 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQFETQ SPT|FGPGTKVDIK SEQ ID NO: 2
TS-2¢ GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQSEEQ SPT|FGPGTKVDIK SEQ ID NO: 2
TS-3Z GVPSREFSGSGSGTDFTFTISSLQPEDIATYYC| TQWETQ SPT|FGPGTKVDIK SEQ ID NO: 2
TS-4¢ GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYESQ APE|FGPGTKVDIK SEQ ID NO: 2
IS-51 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYESQ WPF|FGPGTKVDIK SEQ ID NO: 2
TS-5¢ GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYETQ TPA|FGPGTKVDIK SEQ ID NO: 3
TS-57 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYETQ MPL|FGPGTKVDIK SEQ ID NO: 3
IS-58& GVPSRFSGSGSGIDFTFTISSLOPEDIATYYC| QQYETQ QPF|FGPGTKVDIK SEQ ID NO: 3
I5-63 GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| QQYDTQ QPN|FGPGTKVDIK SEQ ID NO: 3
IS5-64 GVPSRFSGSGSGTDFIFTISSLOPEDIATYYC| QOYESQ WPQ|FGPGTIKVDIK SEQ ID NO: 3
Consensnus GVPSRFSGSGSGTDFTFTISSLQPEDIATYYC| XQXXXX XPX|FGPGTKVDIK SEQ ID NO: 3
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CDR1 CDR2
8E2 DIQMTQSPSSLSASVGDRVTITC [QASQD INNYLN|WYQQKPGKAPKLLIY [DASNLQT
TS5-306 DIQMTQGPIOL3ASVGDRVTITC [QAGQD VDKYVE |WYQQKPGKAZKLLIY [DASNLQT
TS-2 DIQOMTOSPSSLSASVGDRVTITC [QASQD INNYLN|WYQQOKPGKA?KLLIY [DASNLQT
TS-4 DIQMTQSPSSLSASVGDRVTITC [QASQD INNYLN|WYQQKPGKA?KLLIY [DASNLQT
TS-7 DIQMTQSPSSLSASVGDRVTITC [QASQD INNYLN|WYQQKPGKAPKLLIY [DASNLQT
TS-14 DIQMTQSPSSLSASVGDRVTITC [QASQD INNYLN|WYQQKPGKARKLLIY [DASNLQT
TS-51 DIQMTQSPSSLSASVGDRVTITC [QASQD INNYLN|WYQQKPGKA?KLLIY [DASNLQT
Consensus DIQMTQSPSSLSASVGDRVTITC [QASQD XXXYXX|WYQQKPGKARPKLLIY [DASNLQT
IDK LN
VNN VE

CDR3
8E2 GVPSRFSGSGSGTDFTEFTISSLOQPEDIATYYC| QQYDNL SPT|FG2GTKVDIK SEQ ID NO: 5
TS-306 GUPSRFSGSGSGTDFTEFTISSLQPEDIATYYC| QQYDNL SPT| FG2GTKVDIK SEQ ID NO: B
TS-2 GVPSRFSGSGSGTDFTEFTISSLQPEDIATYYC| QQAEDQ SPT|FG2GTKVDIK SEQ ID NO: 1
TS-4 GVPSRFSGSGSGTDFTETISSLQPEDIATYYC| QQHEFQ SPT|FG2GTKVDIK SEQ ID NO: 1
TS-7 GVPSRFSGSGSGTDFTEFTISSLOQPEDIATYYC| QQHENQ SPT|FG2GTKVDIK SEQ ID NO: 1
TS-14 GVPSRFSGSGSGTDFTEFTISSLOQPEDIATYYC| QQHDNQ SPT|FG2GTKVDIEK SEQ ID NO: 2
TS-51 CVPSRFSCSCSCTDFTEFTISSLQPEDIATYYC| QQYESQ WPE|FC2CTKVDIK SEQ ID NO: 2
Consensus GVPSRFSGSGSGTDFTEFTISSLOQPEDIATYYC| QQXXXX XPX|FG2GTKVDIEK SEQ ID NO: 3
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CDR1 CDR2

8E2 EVQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT [WVRQAPGKGLEWVS FI VPSGGH TQYADSVK
T6-66 EVQLLESGGGLVQPGGSLRLSCAASGETE A WWSIA |[WYRQAPGKGLEWVS BI VPSGGH TQYADSVK
TS 69 EVQLLESGGGLVQPGGSLRLSCAASGETE G WWSVT |[WYRQAPGKGLEWVS BI VPSGGH TQYADSVK
TS-71 EVOLLESGGGLVQPGGSLRLSCAASGETF W RWSTT [WYRQAPGKGLEWVS SI VPSGGH TQYADSVK
TS-76 EVQLLESGGGLVQPGGSLRLSCAASGETE W RWSIT [WVRQAPGKGLEWVS FI VPSGGH TQYADSVK
TS-79 EVQLLESGGGLVQPGGSLRLSCAASGETFEF A FSVT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
TS-82 EVQLLESGGGLVQPGGSLRLSCAASGETE W RWSVT |[WVYRQAPGKGLEWVS BI VPSGGH TQYADSVK
TsS-388 EVQLLESGGGLVQPGGSLRLSCAASGETE W RWSTT [WVRQAPGKGLEWVS BI VPSGGH TQYADSVK
TS-89 EVQOLLESGGGLVQPGGSLRLSCAASGETE W RWSIT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
TS-91 EVQLLESGGGLVQPGGSLRLSCAASGEFTE G WWSLT |[WVRQAPGKGLEWVS BI VPSGGH TQYADSVK
TS 92 EVQLLESGGGLVQPGGSLRLSCAASGETE S WWSIT [WVRQAPGKGLEWVS BLI VPSGGH TQYADSVK
TS-97 EVQLLESGGGLVQPGCSLRLSCAASGETE § [WYSMT [WVRQAPCKGLEWVS I VPWADY TQYADSVK
TS-101 EVQLLESGGGLVQPGGSLRLSCAARSGETF § WYSMT [WVRQAPGKGLEWVS SI VPWGDL TQYADSVK
TS-103 EVQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT [WVRQAPGKGLEWVS BI VPYGDL TQYADSVK
TS-104 EVQLLESGGGLVQPGGSLRLSCARSGETF S WYSMT [WVRQAPGKGLEWVS SI VPWGTI TQYADSVK
TS-107 EVQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT |[WVRQAPSKGLEWVS BI VPWGDE TQYADSVK
TS-108 EVQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT |[WVRQAPGKGLEWVS BI VPWGTL TQYADSVK
TS-115 EVOLLESGGGLVOPGGSLRLSCAASGFTE S [WYSMT [WVROAPGKGLEWVS I VPHGDL TQYADSVK
TS-129 EVQLLESCCCLVQPCGSLRLSCAASCGETE S WYSMT [WVRQAPSKCLEWVS I VPSCCH TQYADSVK
TS-133 EVQLLESGGGLVQPGGSLRLSCAASGEFTE S WYSMT |[WVRQAPGKGLEWVS BI VPSGGH TQYADSVK
TS-134 EVOLLESGGGLVQPGGSLRLSCARSGETF S WYSMT [WVRQAPSKGLEWVS EI VPSGGH TQYADSVK
TS-135 EVOLLESGGGLVQPGGSLRLSCARSGFTF § WYSMT [WVRQAPGKGLEWVS SI VPSGGH TQYADSVK
TS-136 EVQLLESGGGLVQPGGSLRLSCARSGETF S WYSMT [WVRQAPGKGLEWVS SI VPSGGH TQYADSVK
TS-140 EVOLLESGGGLVQPGGSLRLSCAASGFTE S WYSMT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
TS-143 EVOLLESGGGLVQPGGSLRLSCARSGETF S [WYSMT [WVRQAPSKGLEWVS SI VPSGGH TQYADSVK
TS-151 EVOLLESGGGLVQPGGSLRLSCAASGETE S [WYSMT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
TS-156 EVOLLESGGGLVQPGGSLRLSCAASGETE § [WYSMT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
TS-213 EVQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT |[WYRQAPGKGLEWVS BI VPSGGH TQYADSVK
T5-214 EVOLLESGGGLVQPGGSLRLSCAASGETF S WYSMT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
Is-215 EVOQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT |[WYRQAPGKGLEWVS BI VPSGGH TOYADSVK
TS-218 EVQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT |[WVYRQAPSKGLEWVS BI VPSGGH TQYADSVK
Ts-221 EVQLLESGGGLVQPGGSLRLSCARSGETF S WYSMT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
TS-222 EVQLLESGGGLVQPGGSLRLSCAASGETE S [WYSMT [WVRQAPGKGLEWVS I VPSGGH TQYADSVK
TS-224 EVQLLESGGGLVQPGGSLRLSCAASGETE S WYSMT |[WVRQAPGKGLEWVS BI VPSGGH TQYADSVK
Consensus EVQLLESGGGLVQPGGSLRLSCAASGETE X KXSXX [WVRQAPGKGLEWVS BI VPXXXX TQYADSVK
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(57) Abstract: The treatment, prevention or alleviation of fibrosis in a subject through the administration of an agent capable of in-
hibiting the action of Interleukin 11 (IL-11) is disclosed.

Ex. 2001 - Page1050



WO 2017/103108 A 1[I U000 0000 OO 0 0

SM, TR), OAPI (BF, BJ, CF, CG, CL, CM, GA, GN, GQ, __
GW, KM, ML, MR, NE, SN, TD, TG).

before the expiration of the time limit for amending the
claims and to be republished in the event of receipt of

Declarations under Rule 4.17: amendments (Rule 48.2(h))
—  ofinventorship (Rule 4.17(iv)) —  with sequence listing part of description (Rule 5.2(a))
Published:

—  with international search report (Art. 21(3))

Ex. 2001 - Page1051



10

15

20

25

30

35

WO 2017/103108 PCT/EP2016/081430

Treatment of Fibrosis

Field of the Invention

The present invention relates to the diagnosis and treatment of fibrosis.

Background to the Invention

Fibrosis is an essential process that is a critical part of wound healing. Excessive fibrosis
is common in many rare and common disease conditions and is important in disease
pathogenesis. Diseases characterized by excessive fibrosis include but are not restricted
to: systemic sclerosis, scleroderma, hypertrophic cardiomyopathy, dilated
cardiomyopathy (DCM), atrial fibrillation, ventricular fibrillation, myocarditis, liver cirrhosis,
kidney diseases, diseases of the eye, asthma, cystic fibrosis, arthritis and idiopathic
pulmonary fibrosis. Despite the large impact on human health, therapeutic and diagnostic

approaches to fibrosis are still an unmet medical need.

The real physiological role of Interleukin 11 (IL-11) remains unclear. IL-11 has been most
strongly linked with activation of haematopoetic cells and with platelet production but also
found to be pro- as well as anti-inflammatory, pro-angiogenic and important for neoplasia.
It is known that TGFB1 or tissue injury can induce IL-11 expression (Zhu, M. et al. IL-11
Attenuates Liver Ischemia/Reperfusion Injury (IRI) through STAT3 Signaling Pathway in
Mice. PLOS ONE 10, (2015); Yashiro, R. et al. Transforming growth factor-beta
stimulates interleukin-11 production by human periodontal ligament and gingival
fibroblasts. J. Clin. Periodontol. 33, 165-71 (2006); Obana, M. et al. Therapeutic
activation of signal transducer and activator of transcription 3 by interleukin-11
ameliorates cardiac fibrosis after myocardial infarction. Circulation 121, 684-91 (2010);
Tang, W.,, Yang, L., Yang, Y. C., Leng, S. X. & Elias, J. A. Transforming growth factor-
beta stimulates interleukin-11 transcription via complex activating protein-1-dependent
pathways. J. Biol. Chem. 273, 5506—-13 (1998)).

The role for IL-11 in fibrosis is not clear from the published literature. IL-11 is thought to
be important for fibrosis and inflammation in the lung (Tang, W. et al. Targeted
expression of IL-11 in the murine airway causes lymphocytic inflammation, bronchial
remodeling, and airways obstruction. J. Clin. Invest. 98, 2845-53 (1996)) and its
expression level is correlated with collagen levels in the skin (Toda, M. et al. Polarized in

vivo expression of IL-11 and IL-17 between acute and chronic skin lesions. Journal of
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Allergy and Clinical Immunology 111, 875-881 (2003)) and the respiratory system (Molet,
S., Hamid, Q. & Hamilos, D. IL-11 and IL-17 expression in nasal polyps: Relationship to
collagen deposition and suppression by intranasal fluticasone propionate. The
Laryngoscope 113, (2003); Minshall et al. IL-11 expression is increased in severe
asthma: association with epithelial cells and eosinophils. The Journal of allergy and

clinical immunology 105, (2000)).

However, the majority of studies suggest that IL-11 is anti-fibrotic: in the heart (Obana, M.
et al. Therapeutic activation of signal transducer and activator of transcription 3 by
interleukin-11 ameliorates cardiac fibrosis after myocardial infarction. Circulation 121,
684—91 (2010); Obana, M. et al. Therapeutic administration of IL-11 exhibits the
postconditioning effects against ischemia-reperfusion injury via STATS3 in the heart.
American Journal of Physiology. Heart and circulatory physiology 303, H569-77 (2012))
and kidney (Stangou, M. et al. Effect of IL-11 on glomerular expression of TGF-beta and
extracellular matrix in nephrotoxic nephritis in Wistar Kyoto rats. Journal of nephrology
24, 106—-11 (2011); Ham, A. et al. Critical role of interleukin-11 in isoflurane-mediated
protection against ischemic acute kidney injury in mice. Anesthesiology 119, 1389-401
(2013)) and anti-inflammatory in several tissues and chronic inflammatory diseases
(Trepicchio & Dorner. The therapeutic utility of Interleukin-11 in the treatment of
inflammatory disease. (1998). doi:10.1517/13543784.7.9.1501). The molecular mode of
action of IL-11 in general, is thought to be regulation of RNA expression of mRNA levels
via STAT3-mediated transcription (Zhu, M. et al. IL-11 Attenuates Liver
Ischemia/Reperfusion Injury (IRI) through STAT3 Signaling Pathway in Mice. PLOS ONE
10, (2015)).

Summary of the Invention

One aspect of the present invention concerns the treatment, prevention or alleviation of
fibrosis in a subject in need of treatment through the administration of an agent capable of
inhibiting the action of Interleukin 11 (IL-11). The inventors have identified IL-11 to have
a pro-fibrotic action. The present invention is particularly concerned with inhibiting the
pro-fibrotic action of IL-11. Embodiments of the invention concern inhibition or prevention
of the IL-11 mediated pro-fibrotic signal, e.g. as mediated by binding of IL-11 to an IL-11
receptor.
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In some embodiments an agent capable of inhibiting the action of IL-11 may prevent or

reduce the binding of IL-11 to an IL-11 receptor.

In some embodiments an agent capable of inhibiting the action of IL-11 may bind IL-11 to
form a complex comprising the agent and IL-11. The complex may be a non-covalent or
covalent complex. In some embodiments, the formation of the agent:IL-11 complex may
prevent or reduce the ability of IL-11 to bind to an IL-11 receptor. In some embodiments
such prevention or reduction may be the result of a reduction of the productive binding of
IL-11 to an IL-11 receptor, i.e. reduction in the ability of IL-11 to initiate IL-11 receptor
mediated signalling. In some embodiments formation of the agent:IL-11 complex may
sequester IL-11 away from the IL-11 receptor, thereby preventing or reducing the contact
of IL-11 with an IL-11 receptor and/or preventing or reducing the amount of IL-11
available for binding to an IL-11 receptor. In some embodiments the agent may be a

decoy receptor.

In some embodiments an agent capable of inhibiting the action of IL-11 may bind to an IL-
11 receptor. An agent that binds an IL-11 receptor may prevent or reduce the ability of IL-
11 to bind to an IL-11 receptor (IL-11R).

Another aspect of the present invention concerns the treatment, prevention or alleviation
of fibrosis in a subject in need of treatment through the administration of an agent capable

of preventing or reducing the expression of IL-11 or an IL-11 receptor (IL-11R).

In one aspect of the present invention an agent capable of inhibiting the action of

Interleukin 11 (IL-11) for use in a method of treating or preventing fibrosis is provided.

In another aspect of the present invention the use of an agent capable of inhibiting the
action of IL-11 in the manufacture of a medicament for use in a method of treating or

preventing fibrosis is provided.

In another aspect of the present invention a method of treating or preventing fibrosis is
provided, the method comprising administering to a subject in need of treatment a

therapeutically effective amount of an agent capable of inhibiting the action of IL-11.
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In some embodiments the agent capable of inhibiting the action of IL-11 is an agent

capable of preventing or reducing the binding of IL-11 to an IL-11 receptor.

In some embodiments the agent capable of inhibiting the action of IL-11 is an IL-11
binding agent. IL-11 binding agents may be selected from the group consisting of: an
antibody, polypeptide, peptide, oligonucleotide, aptamer or small molecule. In some
embodiments the IL-11 binding agent is an antibody. In some embodiments the IL-11

binding agent is a decoy receptor.

In some embodiments the agent capable of inhibiting the action of IL-11 is an IL-11
receptor (IL-11R) binding agent. IL-11R binding agents may be selected from the group
consisting of: an antibody, polypeptide, peptide, oligonucleotide, aptamer or small

molecule. In some embodiments the IL-11R binding agent is an antibody.

In another aspect of the present invention an agent capable of preventing or reducing the
expression of IL-11 or IL-11R for use in a method of treating or preventing fibrosis is

provided.

In another aspect of the present invention the use of an agent capable of preventing or
reducing the expression of IL-11 or IL-11R in the manufacture of a medicament for use in

a method of treating or preventing fibrosis is provided.

In another aspect of the present invention a method of treating or preventing fibrosis is
provided, the method comprising administering to a subject in need of treatment a
therapeutically effective amount of an agent capable of preventing or reducing the

expression of IL-11 or IL-11R.

In some embodiments the agent capable of preventing or reducing the expression of IL-

11 or IL-11R is a small molecule or oligonucleotide.

In some embodiments the fibrosis to be treated or prevented is fibrosis of the heart, liver
or kidney. In some embodiments the fibrosis to be treated or prevented is fibrosis of the
eye. In some embodiments the fibrosis is in the heart and is associated with dysfunction
of the musculature or electrical properties of the heart, or thickening of the walls or valves

of the heart. In some embodiments the fibrosis is in the liver and is associated with
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chronic liver disease or liver cirrhosis. In some embodiments the fibrosis is in the kidney

and is associated with chronic kidney disease.

In some embodiments the method of treating or preventing comprises administering a
said agent to a subject in which IL-11 or IL-11R expression is upregulated. In some
embodiments the method of treating or preventing comprises administering a said agent
to a subject in which IL-11 or IL-11R expression has been determined to be upregulated.
In some embodiments the method of treating or preventing comprises determining
whether IL-11 or IL-11R expression is upregulated in the subject and administering a said

agent to a subject in which IL-11 or IL-11R expression is upregulated.

In another aspect of the present invention a method of determining the suitability of a
subject for the treatment or prevention of fibrosis with an agent capable of inhibiting the
action of IL-11 is provided, the method comprising determining, optionally in vitro,

whether IL-11 or IL-11R expression is upregulated in the subject.

In another aspect of the present invention a method of selecting a subject for the
treatment or prevention of fibrosis with an agent capable of inhibiting the action of IL-11 is
provided, the method comprising determining, optionally in vitro, whether IL-11 or IL-11R

expression is upregulated in the subject.

In another aspect of the present invention a method of diagnosing fibrosis or a risk of
developing fibrosis in a subject is provided, the method comprising determining, optionally

in vitro, the upregulation of IL-11 or IL-11R in a sample obtained from the subject.

In some embodiments the method is a method of confirming a diagnosis of fibrosis in a

subject suspected of having fibrosis.

In some embodiments the method further comprises selecting the subject for treatment
with an agent capable of inhibiting the action of IL-11 or with an agent capable of

preventing or reducing the expression of IL-11 or IL-11R.

In another aspect of the present invention a method of providing a prognosis for a subject

having, or suspected of having fibrosis, is provided, the method comprising determining,
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optionally in vitro, whether IL-11 or IL-11R is upregulated in a sample obtained from the
subject and, based on the determination, providing a prognosis for treatment of the
subject with an agent capable of inhibiting the action of IL-11 or with an agent capable of

preventing or reducing the expression of IL-11 or IL-11R.

The method may further comprise selecting a subject determined to have upregulated IL-
11 or IL-11R for treatment with an agent capable of inhibiting the action of IL-11 or with

an agent capable of preventing or reducing the expression of IL-11 or IL-11R.

In another aspect of the present invention a method of diagnosing fibrosis or a risk of
developing fibrosis in a subject is provided, the method comprising determining, optionally
in vitro, one or more genetic factors in the subject that are predictive of upregulation of IL-

11 or IL-11R expression, or of upregulation of IL-11 or IL-11R activity.

In some embodiments the method is a method of confirming a diagnosis of fibrosis in a

subject suspected of having fibrosis.

In some embodiments the method further comprises selecting the subject for treatment
with an agent capable of inhibiting the action of IL-11 or with an agent capable of

preventing or reducing the expression of IL-11 or IL-11R.

In another aspect of the present invention a method of providing a prognosis for a subject
having, or suspected of having, fibrosis, is provided, the method comprising determining,
optionally in vitro, one or more genetic factors in the subject that are predictive of

upregulation of IL-11 or IL-11R expression, or of upregulation of IL-11 or IL-11R activity.

In another aspect, of the present invention a method of treating fibrosis in a human
subject is provided, the method comprising administering to a human subject in need of
treatment a therapeutically effective amount of an anti-interleukin 11 (IL-11) antibody,

wherein the anti-IL-11 antibody binds to IL-11 and inhibits IL-11 mediated signalling

In another aspect, of the present invention a method of treating fibrosis in a subject is
provided, the method comprising:
(i) determining, optionally in vitro, whether IL-11 or an Interleukin 11 receptor (IL-

11R) expression is upregulated in the subject; and
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(ii) administering to a subject in which IL-11 or IL-11R expression is upregulated a
therapeutically effective amount of an anti-IL-11 antibody, wherein the anti-IL-11 antibody
binds to IL-11 and inhibits IL-11 mediated signalling.

In another aspect, of the present invention a method of treating fibrosis in a subject is
provided, the method comprising:

(i) determining, optionally in vitro, one or more genetic factors in the subject that
are predictive of upregulation of Interleukin 11 (IL-11) or Interleukin 11 receptor (IL-11R)
expression or activity;

(ii) selecting a subject for treatment based on the determination in (i); and

(ii) administering to the selected subject a therapeutically effective amount of an
anti-IL-11 antibody, wherein the anti-IL-11 antibody binds to IL-11 and inhibits 1L-11
mediated signalling.

Description

IL-11 and IL-11 receptor

Interleukin 11 (IL-11), also known as adipogenesis inhibitory factor, is a pleiotropic
cytokine and a member of the IL-6 family of cytokines that includes IL-6, IL-11, IL-27, IL-
31, oncostatin, leukemia inhibitory factor (LIF), cardiotrophin-1 (CT-1), cardiotrophin-like
cytokine (CLC), ciliary neurotrophic factor (CNTF) and neuropoetin (NP-1).

IL-11 is transcribed with a canonical signal peptide that ensures efficient secretion from
cells. The immature form of human IL-11 is a 199 amino acid polypeptide whereas the
mature form of IL-11 encodes a protein of 178 amino acid residues (Garbers and
Scheller., Biol. Chem. 2013; 394(9):1145-1161). The human IL-11 amino acid sequence
is available under UniProt accession no. P20809 (P20809.1 Gl:124294). Recombinant
human IL-11 (oprelvekin) is also commercially available. IL-11 from other species,
including mouse, rat, pig, cow, several species of bony fish and primates, have also been

cloned and sequenced.

In this specification IL-11 refers to an IL-11 from any species and includes isoforms,
fragments, variants or homologues of an IL-11 from any species. In preferred
embodiments the species is human (Homo sapiens). Isoforms, fragments, variants or
homologues of an IL-11 may optionally be characterised as having at least 70%,
preferably one of 80%, 85%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%, 99% or
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100% amino acid sequence identity to the amino acid sequence of immature or mature
IL-11 from a given species, e.g. human. Isoforms, fragments, variants or homologues of
an IL-11 may optionally be characterised by ability to bind IL-11Ra (preferably from the
same species) and stimulate signal transduction in cells expressing IL-11Ra and gp130
(e.g. as described in Curtis et al. Blood, 1997, 90(11); or Karpovich et al. Mol. Hum.
Reprod. 2003 9(2): 75-80). A fragment of IL-11 may be of any length (by number of amino
acids), although may optionally be at least 25% of the length of mature IL-11 and may
have a maximum length of one of 50%, 75%, 80%, 85%, 90%, 91%, 92%, 93%, 94%,
95%, 96%, 97%, 98%, or 99% of the length of mature IL-11. A fragment of IL-11 may
have a minimum length of 10 amino acids, and a maximum length of one of 15, 20, 25,
30, 40, 50, 100, 110, 120, 130, 140, 150, 160, 170, 180, 190 or 195 amino acids

IL-11 signals through a homodimer of the ubiquitously expressed 3-receptor glycoprotein
130 (gp130; also known as glycoprotein 130, IL6ST, IL6-beta or CD130). Gp130 is a
transmembrane protein that forms one subunit of the type | cytokine receptor with the IL-6
receptor family. Specificity is gained through an individual IL-11 a-receptor (IL-11Ra),
which does not directly participate in signal transduction, although the initial cytokine
binding event to the a-receptor leads to the final complex formation with the B-receptors.
IL-11 activates a downstream signaling pathway, which is predominantly the mitogen-
activated protein kinase (MAPK)-cascade and the Janus kinase/signal transducer and
activator of transcription (Jak/STAT) pathway (Garbers and Scheller, supra).

Human gp130 (including the 22 amino acid signal peptide) is a 918 amino acid protein,
and the mature form is 866 amino acids, comprising a 597 amino acid extracellular
domain, a 22 amino acid transmembrane domain, and a 277 amino acid intracellular
domain. The extracellular domain of the protein comprises the cytokine-binding module
(CBM) of gp130. The CBM of gp130 comprises the Ig-like domain D1, and the
fibronectin-type Ill domains D2 and D3 of gp130. The amino acid sequence of human
gp130 is available from Genbank accession no. NP_002175.2.

Human IL-11Ra is a 422 amino acid polypeptide (Genbank accession no.
NP_001136256.1 GI:218505839) and shares ~85% nucleotide and amino acid sequence
identity with the murine IL-11Ra (Du and Williams., Blood Vol, 89, No,11, June 1, 1997).
Two isoforms of IL-11Ra have been reported, which differ in the cytoplasmic domain (Du
and Williams, supra). The IL-11 receptor a-chain (IL-11Ra) shares many structural and

functional similarities with the IL-6 receptor a-chain (IL-6Ra). The extracellular domain
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shows 24% amino acid identity including the characteristic conserved Trp-Ser-X-Trp-Ser
(WSXWS) motif. The short cytoplasmic domain (34 amino acids) lacks the Box 1 and 2
regions that are required for activation of the JAK/STAT signaling pathway.

IL-11Ra binds its ligand with a low affinity (Kd ~10 nmol/L) and alone is insufficient to
transduce a biological signal. The generation of a high affinity receptor (Kd ~400 to 800
pmol/L) capable of signal transduction requires co-expression of the IL-11Ra and gp130
(Curtis et al (Blood 1997 Dec 1;90 (11):4403-12; Hilton et al., EMBO J 13:4765, 1994;
Nandurkar et al., Oncogene 12:585, 1996). Binding of IL-11 to cell-surface IL-11Ra
induces heterodimerization, tyrosine phosphorylation, activation of gp130 and MAPK
and/or Jak/STAT signalling as described above.

The receptor binding sites on murine IL-11 have been mapped and three sites — sites |, Il
and |l - identified. Binding to gp130 is reduced by substitutions in the site Il region and
by substitutions in the site Ill region. Site |ll mutants show no detectable agonist activity
and have IL-11Ra antagonist activity (Cytokine Inhibitors Chapter 8; edited by Gennaro
Ciliberto and Rocco Savino, Marcel Dekker, Inc. 2001).

In principle, a soluble IL-11Ra can also form biologically active soluble complexes with |L-
11 (Pflanz et al., 1999 FEBS Lett, 450, 117-122) raising the possibility that, similar to IL-6,
IL-11 may in some instances bind soluble IL-11Ra prior to binding cell-surface gp130
(Garbers and Scheller, supra). Curtis et al (Blood 1997 Dec 1;90 (11):4403-12) describe
expression of a soluble murine IL-11 receptor alpha chain (sIL-11R) and examined
signaling in cells expressing gp130. In the presence of gp130 but not transmembrane IL-
11R the slL-11R mediated IL-11 dependent differentiation of M1 leukemic cells and
proliferation in Ba/F3 cells and early intracellular events including phosphorylation of
gp130, STAT3 and SHP2 similar to signalling through transmembrane IL-11R.

In this specification an IL-11 receptor (IL-11R) refers to a polypeptide capable of binding
IL-11 and inducing signal transduction in cells expressing gp130. An IL-11 receptor may
be from any species and includes isoforms, fragments, variants or homologues of an IL-
11 receptor from any species. In preferred embodiments the species is human (Homo
sapiens). In some embodiments the IL-11 receptor may be IL-11Ra. Isoforms, fragments,
variants or homologues of an IL-11Ra may optionally be characterised as having at least
70%, preferably one of 80%, 85%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%,
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99% or 100% amino acid sequence identity to the amino acid sequence of IL-11Ra from
a given species, e.g. human. Isoforms, fragments, variants or homologues of an IL-11Ra
may optionally be characterised by ability to bind IL-11 (preferably from the same
species) and stimulate signal transduction in cells expressing the IL-11Ra and gp130
(e.g. as described in Curtis et al. Blood, 1997, 90(11) or Karpovich et al. Mol. Hum.
Reprod. 2003 9(2): 75-80). A fragment of an IL-11 receptor may be of any length (by
number of amino acids), although may optionally be at least 25% of the length of the
mature IL-11Ra and have a maximum length of one of 50%, 75%, 80%, 85%, 90%, 91%,
92%, 93%, 94%, 95%, 96%, 97%, 98%, or 99% of the length of the mature IL-11Ra. A
fragment of an IL-11 receptor fragment may have a minimum length of 10 amino acids,
and a maximum length of one of 15, 20, 25, 30, 40, 50, 100, 110, 120, 130, 140, 150,
160, 170, 180, 190, 200, 250, 300, 400, or 415 amino acids.

Agent capable of inhibiting the action of IL-11

The IL-11 signaling pathway offers multiple routes for inhibition of IL-11 signaling. For
example, inhibition may be achieved by preventing or reducing the binding of IL-11 to an
IL-11 receptor. As a result, suitable agents may target either IL-11 or its receptor.

In some embodiments agents capable of inhibiting the action of IL-11 may bind to IL-11
and prevent or reduce IL-11 mediated signalling, e.g. through an IL-11 receptor. In some
embodiments agents capable of inhibiting the action of IL-11 may bind to the IL-11

receptor and prevent or reduce |IL-11 stimulated signalling.

Agents that bind to IL-11 may inhibit IL-11 mediated signalling by blocking the binding of
IL-11 to an IL-11 receptor and/or by reducing the amount of IL-11 available to bind to its

receptor. Suitable IL-11 binding agents may be IL-11 inhibitors or IL-11 antagonists.

IL-11 binding agents, e.g. anti-IL-11 antibodies, according to the present invention may
exhibit at least one of the following properties:
a) Bind to human IL-11 with a Kp of 1uM or less, preferably one of < 1uM, <
100nM, =10nM, <1nM or £100pM;
b) Inhibit IL-11 mediated signalling via the IL-11Ra receptor, e.g. in a cell based
assay in which the cells co-express IL-11Ra and gp130. Suitable cell based

assays are *H-thymidine incorporation and Ba/F3 cell proliferation assays
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described in e.g. Curtis et al. Blood, 1997, 90(11) and Karpovich et al. Mol.
Hum. Reprod. 2003 9(2): 75-80. For example, ICso for an IL-11 binding agent
may be determined by culturing Ba/F3 cells expressing IL-11Ra and gp130 in
the presence of human IL-11 and the IL-11 binding agent, and measuring 3H-
thymidine incorporation into DNA. Suitable IL-11 binding agents may exhibit
an I1Cso of 10 pg/ml or less, preferably one of <5 yg/ml, <4 pg/ml, < 3.5 ug/mi,
<3 ug/ml, £2 yg/ml, <1 ug/ml, 0.9 ug/ml, < 0.8 ug/ml, = 0.7 uyg/ml, 0.6
pg/ml, or 0.5 yg/ml in such an assay.

c) Inhibit fibroblast proliferation, e.g. proliferation of cardiac/atrial fibroblasts. This
can, for example, be evaluated in an assay wherein fibroblasts are stimulated

with IL-11 or TGFB1 and cell proliferation is monitored as described herein.

d) Inhibit myofibroblast generation, e.g. from cardiac/atrial fibroblasts. This can,
for example, be evaluated in an assay wherein fibroblasts are stimulated with
IL-11 or TGFB1 and myofibroblast generation is monitored, e.g. by measuring
aSMA levels.

e) Inhibit extracellular matrix production by fibroblasts, e.g. cardiac/atrial
fibroblasts. This can, for example, be evaluated in an assay wherein
fibroblasts are stimulated with IL-11 or TGF31 and production of extracellular

matrix components is measured.

f) Inhibit collagen and/or periostin gene or protein expression in fibroblasts, e.g.
cardiac/atrial fibroblasts. This can, for example, be evaluated in an assay
wherein fibroblasts are stimulated with IL-11 or TGFB31 and collagen and/or

periostin gene or protein expression is measured.

IL-11 binding agents may be of any kind, but in some embodiments an IL-11 binding
agent may be an antibody, polypeptide, peptide, oligonucleotide, aptamer or small

molecule.

Suitable anti-IL-11 antibodies will preferably bind to IL-11 (the antigen), preferably human
IL-11, and may have a dissociation constant (Kp) of one of £ 1uyM, < 100nM, =10nM,
<1nM or £100pM. Binding affinity of an antibody for its target is often described in terms
of its dissociation constant (Kp). Binding affinity can be measured by methods known in
the art, such as by Surface Plasmon Resonance (SPR), or by a radiolabeled antigen

binding assay (RIA) performed with the Fab version of the antibody and antigen molecule.
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Anti-IL-11 antibodies may be antagonist antibodies that inhibit or reduce a biological

activity of IL-11.

Anti-IL-11 antibodies may be neutralising antibodies that neutralise the biological effect of

IL-11, e.g. its ability to stimulate productive signalling via an IL-11 receptor.

Neutralising activity may be measured by ability to neutralise IL-11 induced proliferation in

the T11 mouse plasmacytoma cell line (Nordan, R. P. et al. (1987) J. Immunol. 139:813).

Examples of known anti-IL-11 antibodies include monoclonal antibody clone 6D9A, clone
KT8 (Abbiotec), clone M3103F11 (BioLegend), clone 1F1, clone 3C6 (Abnova
Corporation), clone GF1 (LifeSpan Biosciences), clone 13455 (Source BioScience) and
clone 22626 (R & D Systems, used in Bockhorn et al. Nat. Commun. (2013) 4(0):1393;
Monoclonal Mouse 1gG2a; Catalog No. MAB218; R&D Systems, MN, USA).

Antibodies may optionally be selected to exhibit substantially no cross-reactivity with one
or more of human, e.g. recombinant human, IL-6, CNTF, LIF, OSM, CLC or CT-1.

Peptide or polypeptide based IL-11 binding agents may be based on the IL-11 receptor,
e.g. a IL-11 binding fragment of an IL-11 receptor. In one embodiment, suitable IL-11
binding agents may comprise an IL-11 binding fragment of the IL-11Ra chain, and may
preferably be soluble and/or exclude one or more, or all, of the transmembrane

domain(s). Such molecules may be described as decoy receptors.

Curtis et al (Blood 1997 Dec 1;90 (11):4403-12) report that a soluble murine IL-11
receptor alpha chain (slL-11R) was capable of antagonizing the activity of IL-11 when
tested on cells expressing the transmembrane IL-11R and gp130. They proposed that the
observed IL-11 antagonism by the slL-11R depends on limiting numbers of gp130

molecules on cells already expressing the transmembrane IL-11R.

The use of soluble decoy receptors as the basis for inhibition of signal transduction and
therapeutic intervention has also been reported for other signalling molecule:receptor
pairs, e.g. VEGF and the VEGF receptor (De-Chao Yu et al., Molecular Therapy (2012);
20 5, 938-947; Konner and Dupont Clin Colorectal Cancer 2004 Oct;4 Suppl 2:S81-5).
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As such, in some embodiments an IL-11 binding agent may be provided in the form of a
decoy receptor, e.g. a soluble IL-11 receptor. Competition for IL-11 provided by a decoy

receptor has been reported to lead to IL-11 antagonist action (Curtis et al., supra).

Decoy IL-11 receptors preferably bind IL-11 and/or IL-11 containing complexes, and
thereby make these species unavailable for binding to gp130, IL-11Ra and/or gp130:IL-
11Ra receptors. As such, they act as ‘decoy’ receptors for IL-11 and IL-11 containing
complexes, much in the same way that etanercept acts as a decoy receptor for TNFa. IL-
11 mediated signalling is reduced as compared to the level of signalling in the absence of

the decoy receptor.

Decoy IL-11 receptors preferably bind to IL-11 through one or more cytokine binding
modules (CBMs). The CBMs are, or are derived from or homologous to, the CBMs of
naturally occurring receptor molecules for IL-11. For example, decoy IL-11 receptors may
comprise, or consist of, one or more CBMs which are from, are derived from or
homologous to the CBM of gp130 and/or IL-11Ra.

In some embodiments, a decoy IL-11 receptor may comprise, or consist of, an amino acid
sequence corresponding to the cytokine binding module of gp130. In some embodiments,
a decoy IL-11 receptor may comprise an amino acid sequence corresponding to the
cytokine binding module of IL-11Ra. Herein, an amino acid sequence which ‘corresponds’
to a reference region or sequence of a given peptide/polypeptide has at least 60%, e.g.
one of at least 65%, 70%, 75%, 80%, 85%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%,
98% or 99% sequence identity to the amino acid sequence of the reference
region/sequence. The gp130, IL-11Ra and IL-11 may be from any species, and include

isoforms, fragments, variants or homologues from any species.

In some embodiments a decoy receptor may be able to bind IL-11, e.g. with binding
affinity of at least 100uM or less, optionally one of 10uM or less, 1uM or less, 100nM or
less, or about 1 to 100nM. In some embodiments a decoy receptor may comprise all or
part of the IL-11 binding domain and may optionally lack all or part of the transmembrane
domains. The decoy receptor may optionally be fused to an immunoglobulin constant

region, e.g. |gG Fc region.
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In some embodiments an IL-11 binding agent may be provided in the form of a small
molecule inhibitor of IL-11, e.g. IL-11 inhibitor described in Lay et al., Int. J. Oncol. (2012);
41(2): 759-764.

Agents that bind to an IL-11 receptor (IL-11R) may inhibit IL-11 mediated signalling by
blocking the binding of IL-11 to an IL-11R or by preventing signal transduction via the
gp130 co-receptors. Suitable IL-11R binding agents may be IL-11R inhibitors or IL-11R
antagonists. In preferred embodiments the IL-11R is IL-11Ra and suitable binding agents

may bind the IL-11Ra polypeptide and may be inhibitors or antagonists of IL-11Ra.

IL-11R binding agents, e.g. anti-IL-11R antibodies, according to the present invention
may exhibit at least one of the following properties:
(a) Bind to human IL-11R with a Kp of 1uM or less, preferably one of < 1uyM, <
100nM, <10nM, <1nM or <100pM;
(b) Inhibit IL-11R signalling, e.g. in a cell based assay in which the cells co-express
IL-11Ra and gp130. Suitable cell based assays are *H-thymidine incorporation
and Ba/F3 cell proliferation assays described in e.g. Curtis et al. Blood, 1997,
90(11) and Karpovich et al. Mol. Hum. Reprod. 2003 9(2): 75-80. For example,
ICso for an IL-11R binding agent may be determined by culturing Ba/F3 cells
expressing IL-11Ra and gp130 in the presence of human IL-11 and the IL-11R
binding agent, and measuring H-thymidine incorporation into DNA. Suitable IL-
11R binding agents may exhibit an 1Cso of 10 pg/ml or less, preferably one of £ 5
pg/ml, <4 pug/ml, < 3.5 ug/ml, <3 pyg/ml, <2 pg/ml, <1 pyg/ml, < 0.9 uyg/ml, <0.8
pg/ml, £ 0.7 pyg/ml, £ 0.6 yg/ml, or < 0.5 pyg/ml in such an assay.
(c) Inhibit fibroblast proliferation, e.g. proliferation of cardiac/atrial fibroblasts. This
can, for example, be evaluated in an assay wherein fibroblasts are stimulated with
IL-11 or TGFB1 and cell proliferation is monitored as described herein.
(d

~—

Inhibit myofibroblast generation, e.g. from cardiac/atrial fibroblasts. This can, for
example, be evaluated in an assay wherein fibroblasts are stimulated with IL-11 or
TGFB1 and myofibroblast generation is monitored, e.g. by measuring aSMA
levels.

(e

~—

Inhibit extracellular matrix production by fibroblasts, e.g. cardiac/atrial fibroblasts.
This can, for example, be evaluated in an assay wherein fibroblasts are stimulated
with IL-11 or TGFB1 and production of extracellular matrix components is

measured.
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(f) Inhibit collagen and/or periostin gene or protein expression in fibroblasts, e.g.
cardiac/atrial fibroblasts. This can, for example, be evaluated in an assay wherein
fibroblasts are stimulated with IL-11 or TGF31 and collagen and/or periostin gene

or protein expression is measured.

IL-11R binding agents may be of any kind, but in some embodiments an IL-11R binding
agent may be an antibody, polypeptide, peptide, oligonucleotide, aptamer or small

molecule.

Suitable anti-IL-11R antibodies will preferably bind to IL-11R (the antigen), preferably
human IL-11R, and may have a dissociation constant (Kp) of one of < 1uM, < 100nM,
<10nM, £1nM or £100pM. Binding affinity of an antibody for its target is often described
in terms of its dissociation constant (Kp). Binding affinity can be measured by methods
known in the art, such as by Surface Plasmon Resonance (SPR), or by a radiolabeled
antigen binding assay (RIA) performed with the Fab version of the antibody and antigen

molecule.

Anti-IL-11R antibodies may be antagonist antibodies that inhibit or reduce a biological
activity of IL-11R. Anti-IL-11R antibodies may be antagonist antibodies that inhibit or
reduce any function of IL-11R, in particular signalling. For example, antagonist IL-11R
antibodies may inhibit or prevent binding of IL-11 to IL-11R, or may inhibit or prevent
association of IL-11Ra with gp130 to form a functional receptor complex capable of

productive signalling, e.g. in response to IL-11 binding.

Anti-IL-11R antibodies may be neutralising antibodies that neutralise the biological effect

of IL-11R, e.q. its ability to initiate productive signalling mediated by binding of IL-11.

Neutralising activity may be measured by ability to neutralise IL-11 induced proliferation in
the T11 mouse plasmacytoma cell line (Nordan, R. P. ef al. (1987) J. Immunol. 139:813).
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Examples of known anti-IL-11R antibodies include monoclonal antibody clone 025 (Sino
Biological), clone EPR5446 (Abcam), clone 473143 (R & D Systems), clones 8E2 and
8E4 described in US 2014/0219919 A1 and the monoclonal antibodies described in Blanc
et al (J. Immunol Methods. 2000 Jul 31;241(1-2);43-59).

Peptide or polypeptide based IL-11R binding agents may be based on IL-11, e.g. mutant,
variant or binding fragment of IL-11. Suitable peptide or polypeptide based agents may
bind to IL-11R in a manner that does not lead to initiation of signal transduction or
produces sub-optimal signaling. IL-11 mutants of this kind may act as competitive

inhibitors of endogenous IL-11.

For example, W147A is an IL-11 antagonist in which the amino acid 147 is mutated from
a tryptophan to an alanine, which destroys the so-called ‘site I’ of IL-11. This mutant can
bind to the IL-11R, but engagement of the gp130 homodimer fails, resulting in efficient
blockade of IL-11 signaling (Underhill-Day et al., 2003; Endocrinology 2003
Aug;144(8):3406-14). Lee et al (Am J respire Cell Mol Biol. 2008 Dec; 39(6):739-746)
also report the generation of an IL-11 antagonist mutant (a “mutein”) capable of

specifically inhibiting the binding of IL-11 to IL-11Ra.

Menkhorst et al (Biology of Reproduction May 1, 2009 vol.80 no.5 920-927) describe a
PEGylated IL-11 antagonist, PEGIL11A (CSL Limited, Parkuvill, Victoria, Australia) which
is effective to inhibit IL-11 action in female mice.

Pasqualini et al. Cancer (2015) 121(14):2411-2421 describe a ligand-directed,
peptidomimetic drug, bone metastasis-targeting peptidomimetic-11 (BMTP-11) capable of
binding to IL-11Ra.

In some embodiments an IL-11R binding agent may be provided in the form of a small

molecule inhibitor of IL-11R.

The inventors have identified that upregulation of IL-11 expression is consistent with the
molecular mechanism of fibrosis and that inhibition of IL-11 activity leads to a reduction in

the molecular basis for fibrosis. Accordingly, in some aspects of the present invention
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treatment, prevention or alleviation of fibrosis may be provided by administration of an
agent capable of preventing or reducing the expression of IL-11 by cells of the subject,
e.g. by fibroblasts or myofibroblasts.

Suitable agents may be of any kind, but in some embodiments an agent capable of
preventing or reducing the expression of IL-11 may be a small molecule or an

oligonucleotide.

Taki et al (Clin Exp Immunol. 1998 Apr; 112(1): 133-138) report a reduction in the
expression of IL-11 in rheumatoid synovial cells upon treatment with indomethacin,

dexamethasone or interferon-gamma (IFNy).

In some embodiments an agent capable of preventing or reducing the expression of IL-11

may be an oligonucleotide capable of repressing or silencing expression of IL-11.

Accordingly, the present invention also includes the use of techniques known in the art for
the therapeutic down regulation of IL-11 expression. These include the use of antisense
oligonucleotides and RNA interference (RNAI). As in other aspects of the present

invention, these techniques may be used in the treatment of fibrosis.

Accordingly, in one aspect of the present invention a method of treating or preventing
fibrosis is provided, the method comprising administering to a subject in need of
treatment a therapeutically effective amount of an agent capable of preventing or
reducing the expression of IL-11, wherein the agent comprises a vector comprising a

therapeutic oligonucleotide capable of repressing or silencing expression of IL-11.

In another aspect of the present invention a method of treating or preventing fibrosis is
provided, the method comprising administering to a subject in need of treatment a
therapeutically effective amount of an agent capable of preventing or reducing the
expression of IL-11, wherein the agent comprises an oligonucleotide vector, optionally a
viral vector, encoding a therapeutic oligonucleotide capable of being expressed in cells of
the subject, the expressed therapeutic oligonucleotide being capable of repressing or

silencing expression of IL-11.
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The ability of an agent to prevent or reduce the expression of IL-11 may be assayed by
determining the ability of the agent to inhibit IL-11 gene or protein expression by
fibroblasts or myofibroblasts, e.g. cardiac/atrial fibroblasts or myofibroblasts. This can, for
example, be evaluated in an assay wherein fibroblasts or myofibroblasts are stimulated

with IL-11 or TGFB1, and IL-11 gene or protein expression is measured.

Reducing the amount of IL-11R available for binding to IL-11 and initiation of productive
signalling provides an alternative means of reducing the level of IL-11 stimulated
signalling. Accordingly, in related aspects of the present invention, treatment, prevention
or alleviation of fibrosis may be provided by administration of an agent capable of
preventing or reducing the expression of IL-11R by cells of the subject, e.g. by fibroblasts

or myofibroblasts.

In some embodiments an agent capable of preventing or reducing the expression of IL-

11R may be an oligonucleotide capable of repressing or silencing expression of IL-11R.

Accordingly, the present invention also includes the use of techniques known in the art for
the therapeutic down regulation of IL-11R expression. These include the use of
antisense oligonucleotides and RNA interference (RNAIi). As in other aspects of the

present invention, these techniques may be used in the treatment of fibrosis.

Accordingly, in one aspect of the present invention a method of treating or preventing
fibrosis is provided, the method comprising administering to a subject in need of
treatment a therapeutically effective amount of an agent capable of preventing or
reducing the expression of IL-11R, wherein the agent comprises a vector comprising a

therapeutic oligonucleotide capable of repressing or silencing expression of IL-11R.

In another aspect of the present invention a method of treating or preventing fibrosis is
provided, the method comprising administering to a subject in need of treatment a
therapeutically effective amount of an agent capable of preventing or reducing the
expression of IL-11R, wherein the agent comprises an oligonucleotide vector, optionally a
viral vector, encoding a therapeutic oligonucleotide capable of being expressed in cells of
the subject, the expressed therapeutic oligonucleotide being capable of repressing or

silencing expression of IL-11R.
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The ability of an agent to prevent or reduce the expression of IL-11R may be assayed by
determining the ability of the agent to inhibit IL-11R gene or protein expression by
fibroblasts or myofibroblasts, e.g. cardiac/atrial fibroblasts or myofibroblasts. This can, for
example, be evaluated in an assay wherein fibroblasts or myofibroblasts are stimulated

with IL-11 or TGFB1, and IL-11R gene or protein expression is measured.

In preferred embodiments, the IL-11R may be IL-11Ra.

Antibodies
In this specification “antibody” includes a fragment or derivative of an antibody, or a

synthetic antibody or synthetic antibody fragment.

Antibodies may be provided in isolated or purified form. Antibodies may be formulated as

a pharmaceutical composition or medicament.

In view of today's techniques in relation to monoclonal antibody technology, antibodies
can be prepared to most antigens. The antigen-binding portion may be a part of an
antibody (for example a Fab fragment) or a synthetic antibody fragment (for example a
single chain Fv fragment [ScFv]). Suitable monoclonal antibodies to selected antigens
may be prepared by known techniques, for example those disclosed in "Monoclonal
Antibodies: A manual of techniques ", H Zola (CRC Press, 1988) and in "Monoclonal
Hybridoma Antibodies: Techniques and Applications ", J G R Hurrell (CRC Press, 1982).
Chimaeric antibodies are discussed by Neuberger et al (1988, 8th International
Biotechnology Symposium Part 2, 792-799).

Monoclonal antibodies (mAbs) are useful in the methods of the invention and are a
homogenous population of antibodies specifically targeting a single epitope on an

antigen.
Polyclonal antibodies are useful in the methods of the invention. Monospecific polyclonal
antibodies are preferred. Suitable polyclonal antibodies can be prepared using methods

well known in the art.

Antigen binding fragments of antibodies, such as Fab and Fab> fragments may also be

used/provided as can genetically engineered antibodies and antibody fragments. The
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variable heavy (Vn) and variable light (V) domains of the antibody are involved in antigen
recognition, a fact first recognised by early protease digestion experiments. Further
confirmation was found by "humanisation" of rodent antibodies. Variable domains of
rodent origin may be fused to constant domains of human origin such that the resultant
antibody retains the antigenic specificity of the rodent parented antibody (Morrison et al
(1984) Proc. Natl. Acad. Sd. USA 81, 6851-6855).

That antigenic specificity is conferred by variable domains and is independent of the
constant domains is known from experiments involving the bacterial expression of
antibody fragments, all containing one or more variable domains. These molecules
include Fab-like molecules (Better et al (1988) Science 240, 1041); Fv molecules (Skerra
et al (1988) Science 240, 1038); single-chain Fv (ScFv) molecules where the Vyand Vi
partner domains are linked via a flexible oligopeptide (Bird et al (1988) Science 242, 423;
Huston et al (1988) Proc. Natl. Acad. Sd. USA 85, 5879) and single domain antibodies
(dAbs) comprising isolated V domains (Ward et al (1989) Nature 341, 544). A general
review of the techniques involved in the synthesis of antibody fragments which retain their
specific binding sites is to be found in Winter & Milstein (1991) Nature 349, 293- 299.

By "ScFv molecules” we mean molecules wherein the Vy and V. partner domains are

covalently linked, e.g. by a flexible oligopeptide.

Fab, Fv, ScFv and dAb antibody fragments can all be expressed in and secreted from E.

coli, thus allowing the facile production of large amounts of the said fragments.

Whole antibodies, and F(ab'). fragments are "bivalent”. By "bivalent” we mean that the
said antibodies and F(ab'), fragments have two antigen combining sites. In contrast, Fab,
Fv, ScFv and dAb fragments are monovalent, having only one antigen combining site.
Synthetic antibodies which bind to IL-11 or IL-11R may also be made using phage display

technology as is well known in the art.

Antibodies may be produced by a process of affinity maturation in which a modified
antibody is generated that has an improvement in the affinity of the antibody for antigen,
compared to an unmodified parent antibody. Affinity-matured antibodies may be produced
by procedures known in the art, e.g., Marks et al.,Rio/Technology 10:779-783 (1992);
Barbas et al. Proc Nat. Acad. Sci. USA 91:3809-3813 (1994); Schier ef al. Gene 169:147-
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155 (1995); Yelton et al. J. Immunol. 155:1994-2004 (1995); Jackson et al., J. Immunol.
154(7):331 0-15 9 (1995); and Hawkins et al, J. Mol. Biol. 226:889-896 (1992).

Antibodies according to the present invention preferably exhibit specific binding to IL-11
or IL-11R. An antibody that specifically binds to a target molecule preferably binds the
target with greater affinity, and/or with greater duration than it binds to other targets. In
one embodiment, the extent of binding of an antibody to an unrelated target is less than
about 10% of the binding of the antibody to the target as measured, e.g., by ELISA, or by
a radioimmunoassay (RIA). Alternatively, the binding specificity may be reflected in terms
of binding affinity where the antibody binds to IL-11 or IL-11R with a Kp that is at least 0.1
order of magnitude (i.e. 0.1 x 10", where n is an integer representing the order of
magnitude) greater than the Kp of the antibody towards another target molecule, e.g.
another member of the IL-11 family such as IL-6 or the IL-6 receptor. This may optionally
be one of at least 0.2, 0.3, 0.4, 0.5, 0.6, 0.7, 0.8, 0.9, 1.0, 1.5, or 2.0.

Antibodies may be detectably labelled or, at least, capable of detection. Such antibodies
being useful for both in vivo (e.g. imaging methods) and in vitro (e.g. assay methods)
applications For example, the antibody may be labelled with a radioactive atom or a
coloured molecule or a fluorescent molecule or a molecule which can be readily detected
in any other way. Suitable detectable molecules include fluorescent proteins, luciferase,
enzyme substrates, and radiolabels. The binding moiety may be directly labelled with a
detectable label or it may be indirectly labelled. For example, the binding moiety may be
an unlabelled antibody which can be detected by another antibody which is itself labelled.
Alternatively, the second antibody may have bound to it biotin and binding of labelled

streptavidin to the biotin is used to indirectly label the first antibody.

Aspects of the present invention include bi-specific antibodies, e.g. composed of two
different fragments of two different antibodies, such that the bi-specific antibody binds two
types of antigen. One of the antigens is IL-11 or IL-11R, the bi-specific antibody
comprising a fragment as described herein that binds to IL-11 or IL-11R. The antibody
may contain a different fragment having affinity for a second antigen, which may be any
desired antigen. Techniques for the preparation of bi-specific antibodies are well known
in the art, e.g. see Mueller, D et al., (2010 Biodrugs 24 (2): 89-98), Wozniak-Knopp G et
al., (2010 Protein Eng Des 23 (4): 289-297. Baeuerle, PA et al., (2009 Cancer Res 69
(12): 4941-4944).
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In some embodiments, the bispecific antibody is provided as a fusion protein of two
single-chain variable fragments (scFV) format, comprising a Vy and V. of a IL-11 or IL-
11R binding antibody or antibody fragment, and a V4 and V. of an another antibody or
antibody fragment.

Bispecific antibodies and bispecific antigen binding fragments may be provided in any
suitable format, such as those formats described in Kontermann MAbs 2012, 4(2): 182-
197, which is hereby incorporated by reference in its entirety. For example, a bispecific
antibody or bispecific antigen binding fragment may be a bispecific antibody conjugate
(e.g. an 1gG2, F(ab’). or CovX-Body), a bispecific IgG or IgG-like molecule (e.g. an 1gG,
scFva-lg, 1IgG-scFv, scFv-IgG, DVD-Ig, IgG-sVD, sVD-IgG, 2 in 1-IgG, mAb?, or
Tandemab common LC), an asymmetric bispecific IgG or IgG-like molecule (e.g. a kih
IgG, kih IgG common LC, CrossMab, kih IgG-scFab, mAb-Fv, charge pair or SEED-
body), a small bispecific antibody molecule (e.g. a Diabody (Db), dsDb, DART, scDb,
tandAbs, tandem scFv (taFv), tandem dAb/VHH, triple body, triple head, Fab-scFv, or
F(ab’)>-scFv>), a bispecific Fc and Cn3 fusion protein (e.g. a taFv-Fc, Di-diabody, scDb-
Cn3, scFv-Fc-scFv, HCAb-VHH, scFv-kih-Fc, or scFv-kih-Cn3), or a bispecific fusion
protein (e.g. a scFv>-albumin, scDb-albumin, taFv-toxin, DNL-Fabs, DNL-Fabs-IgG, DNL-
Fab4-1gG-cytokine2). See in particular Figure 2 of Kontermann MAbs 2012, 4(2): 182-19.

Methods for producing bispecific antibodies include chemically crosslinking antibodies or
antibody fragments, e.g. with reducible disulphide or non-reducible thioether bonds, for
example as described in Segal and Bast, 2001. Production of Bispecific Antibodies.
Current Protocols in Immunology. 14:1V:2.13:2.13.1-2.13.16, which is hereby
incorporated by reference in its entirety. For example, N-succinimidyl-3-(-2-pyridyldithio)-
propionate (SPDP) can be used to chemically crosslink e.g. Fab fragments via hinge

region SH- groups, to create disulfide-linked bispecific F(ab). heterodimers.

Other methods for producing bispecific antibodies include fusing antibody-producing
hybridomas e.g. with polyethylene glycol, to produce a quadroma cell capable of
secreting bispecific antibody, for example as described in D. M. and Bast, B. J. 2001.
Production of Bispecific Antibodies. Current Protocols in Immunology. 14:1V:2.13:2.13.1—
2.13.16.

Bispecific antibodies and bispecific antigen binding fragments can also be produced

recombinantly, by expression from e.g. a nucleic acid construct encoding polypeptides for
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the antigen binding molecules, for example as described in Antibody Engineering:
Methods and Protocols, Second Edition (Humana Press, 2012), at Chapter 40:
Production of Bispecific Antibodies: Diabodies and Tandem scFv (Hornig and Farber-
Schwarz), or French, How to make bispecific antibodies, Methods Mol. Med. 2000;
40:333-339.

For example, a DNA construct encoding the light and heavy chain variable domains for
the two antigen binding domains (i.e. the light and heavy chain variable domains for the
antigen binding domain capable of binding IL-11 or IL-11R, and the light and heavy chain
variable domains for the antigen binding domain capable of binding to another target
protein), and including sequences encoding a suitable linker or dimerization domain
between the antigen binding domains can be prepared by molecular cloning techniques.
Recombinant bispecific antibody can thereafter be produced by expression (e.g. in vitro)
of the construct in a suitable host cell (e.g. a mammalian host cell), and expressed

recombinant bispecific antibody can then optionally be purified.

Aptamers

Aptamers, also called nucleic acid ligands, are nucleic acid molecules characterised by
the ability to bind to a target molecule with high specificity and high affinity. Aimost every
aptamer identified to date is a non-naturally occurring molecule.

Aptamers to a given target (e.g. IL-11 or IL-11R) may be identified and/or produced by
the method of Systematic Evolution of Ligands by EXponential enrichment (SELEX™).
Aptamers and SELEX are described in Tuerk and Gold (Systematic evolution of ligands
by exponential enrichment: RNA ligands to bacteriophage T4 DNA polymerase. Science.
1990 Aug 3;249(4968):505-10) and in WO91/19813.

Aptamers may be DNA or RNA molecules and may be single stranded or double
stranded. The aptamer may comprise chemically modified nucleic acids, for example in
which the sugar and/or phosphate and/or base is chemically modified. Such
modifications may improve the stability of the aptamer or make the aptamer more

resistant to degradation and may include modification at the 2’ position of ribose.

Aptamers may be synthesised by methods which are well known to the skilled person.

For example, aptamers may be chemically synthesised, e.g. on a solid support.
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Solid phase synthesis may use phosphoramidite chemistry. Briefly, a solid supported
nucleotide is detritylated, then coupled with a suitably activated nucleoside
phosphoramidite to form a phosphite triester linkage. Capping may then occur, followed
by oxidation of the phosphite triester with an oxidant, typically iodine. The cycle may then

be repeated to assemble the aptamer.

Aptamers can be thought of as the nucleic acid equivalent of monoclonal antibodies and
often have K¢'s in the nM or pM range, e.g. less than one of 500nM, 100nM, 50nM, 10nM,
1nM, 500pM, 100pM. As with monoclonal antibodies, they may be useful in virtually any
situation in which target binding is required, including use in therapeutic and diagnostic
applications, in vitro or in vivo. In vitro diagnostic applications may include use in

detecting the presence or absence of a target molecule.

Aptamers according to the present invention may be provided in purified or isolated form.
Aptamers according to the present invention may be formulated as a pharmaceutical

composition or medicament.

Suitable aptamers may optionally have a minimum length of one of 10, 11, 12, 13, 14, 15,
16, 17, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38,
39, or 40 nucleotides

Suitable aptamers may optionally have a maximum length of one of 20, 21, 22, 23, 24,
25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47,
48, 49, 50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, 63, 64, 65, 66, 67, 68, 69, 70,
71,72,73,74,75,76, 77,78, 79, or 80 nucleotides

Suitable aptamers may optionally have a length of one of 10, 11, 12, 13, 14, 15, 16, 17,
18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40,

41,42, 43, 44, 45, 46, 47, 48, 49, 50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, 63,

64, 65, 66, 67, 68, 69, 70, 71,72, 73,74, 75,76, 77, 78, 79, or 80 nucleotides.

Oligonucleotide repression of IL-11 or IL-11R expression

Oligonucleotide molecules, particularly RNA, may be employed to regulate gene
expression. These include antisense oligonucleotides, targeted degradation of mRNAs
by small interfering RNAs (siRNAs), post transcriptional gene silencing (PTGs),
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developmentally regulated sequence-specific translational repression of mMRNA by micro-

RNAs (miRNAs) and targeted transcriptional gene silencing.

An antisense oligonucleotide is an oligonucleotide, preferably single stranded, that targets
and binds, by complementary sequence binding, to a target oligonucleotide, e.g. mRNA.
Where the target oligonucleotide is an mRNA, binding of the antisense to the mRNA
blocks translation of the mRNA and expression of the gene product. Antisense
oligonucleotides may be designed to bind sense genomic nucleic acid and inhibit

transcription of a target nucleotide sequence.

In view of the known nucleic acid sequences for IL-11 (e.g. the known mRNA sequences
available from GenBank® under accession no.s: BC012506.1 G1:15341754 (human),
BC134354.1 Gl:126632002 (mouse), AF347935.1 GI:13549072 (rat)) and IL-11R (e.g.
the known mRNA sequences available from GenBank® under accession no.s:
NM_001142784.2 GI:391353394 (human), NM_001163401.1 GIl:254281268 (mouse),
NM_139116.1 GI:20806172 (rat)), oligonucleotides may be designed to repress or
silence the expression of IL-11 or IL-11R. Such oligonucleotides may have any length,
but may preferably be short, e.g. less than 100 nucleotides, e.g. 10-40 nucleotides, or 20-
50 nucleotides, and may comprise a nucleotide sequence having complete- or near-
complementarity (e.g. 80%, 85%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98%,
99% or 100% complementarity) to a sequence of nucleotides of corresponding length in
the target oligonucleotide, e.g. the IL-11 or IL-11R mRNA. The complementary region of
the nucleotide sequence may have any length, but is preferably at least 5, and optionally
no more than 50, nucleotides long, e.g. one of 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17,
18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40,
41,42, 43, 44, 45, 46, 47, 48, 49, or 50 nucleotides.

Repression of IL-11 or IL-11R expression will preferably result in a decrease in the
quantity of IL-11 or IL-11R expressed by a cell, e.g. by a fibroblast or myofibroblast. For
example, in a given cell the repression of IL-11 or IL-11R by administration of a suitable
nucleic acid will result in a decrease in the quantity of IL-11 or IL-11R expressed by that
cell relative to an untreated cell. Repression may be partial. Preferred degrees of
repression are at least 50%, more preferably one of at least 60%, 70%, 80%, 85% or
90%. A level of repression between 90% and 100% is considered a ‘silencing’ of

expression or function.
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A role for the RNAi machinery and small RNAs in targeting of heterochromatin complexes
and epigenetic gene silencing at specific chromosomal loci has been demonstrated.
Double-stranded RNA (dsRNA)-dependent post transcriptional silencing, also known as
RNA interference (RNAI), is a phenomenon in which dsRNA complexes can target
specific genes of homology for silencing in a short period of time. It acts as a signal to
promote degradation of mMRNA with sequence identity. A 20-nt siRNA is generally long
enough to induce gene-specific silencing, but short enough to evade host response. The
decrease in expression of targeted gene products can be extensive with 90% silencing
induced by a few molecules of siRNA. RNAIi based therapeutics have been progressed
into Phase I, Il and Il clinical trials for a number of indications (Nature 2009 Jan 22;
457(7228):426-433).

In the art, these RNA sequences are termed "short or small interfering RNAs" (siRNAs) or
"microRNAs" (miRNAs) depending on their origin. Both types of sequence may be used
to down-regulate gene expression by binding to complementary RNAs and either
triggering mRNA elimination (RNAI) or arresting mRNA translation into protein. siRNA
are derived by processing of long double stranded RNAs and when found in nature are
typically of exogenous origin. Micro-interfering RNAs (miRNA) are endogenously
encoded small non-coding RNAs, derived by processing of short hairpins. Both siRNA
and miRNA can inhibit the translation of mMRNAs bearing partially complimentary target
sequences without RNA cleavage and degrade mRNAs bearing fully complementary

sequences.

Accordingly, the present invention provides the use of oligonucleotide sequences for

down-regulating the expression of IL-11 or IL-11R.

siRNA ligands are typically double stranded and, in order to optimise the effectiveness of
RNA mediated down-regulation of the function of a target gene, it is preferred that the
length of the siRNA molecule is chosen to ensure correct recognition of the siRNA by the
RISC complex that mediates the recognition by the siRNA of the mRNA target and so that
the siRNA is short enough to reduce a host response.

miRNA ligands are typically single stranded and have regions that are partially
complementary enabling the ligands to form a hairpin. miRNAs are RNA genes which are
transcribed from DNA, but are not translated into protein. A DNA sequence that codes for
a miRNA gene is longer than the miRNA. This DNA sequence includes the miRNA
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sequence and an approximate reverse complement. When this DNA sequence is

transcribed into a single-stranded RNA molecule, the miRNA sequence and its reverse-
complement base pair to form a partially double stranded RNA segment. The design of
microRNA sequences is discussed in John et al, PL0oS Biology, 11(2), 1862-1879, 2004.

Typically, the RNA ligands intended to mimic the effects of siRNA or miRNA have
between 10 and 40 ribonucleotides (or synthetic analogues thereof), more preferably
between 17 and 30 ribonucleotides, more preferably between 19 and 25 ribonucleotides
and most preferably between 21 and 23 ribonucleotides. In some embodiments of the
invention employing double-stranded siRNA, the molecule may have symmetric 3'
overhangs, e.g. of one or two (ribo)nucleotides, typically a UU of dTdT 3' overhang.
Based on the disclosure provided herein, the skilled person can readily design suitable
siRNA and miRNA sequences, for example using resources such the Ambion siRNA
finder. siRNA and miRNA sequences can be synthetically produced and added
exogenously to cause gene downregulation or produced using expression systems (e.g.

vectors). In a preferred embodiment the siRNA is synthesized synthetically.

Longer double stranded RNAs may be processed in the cell to produce siRNAs (see for
example Myers (2003) Nature Biotechnology 21:324-328). The longer dsRNA molecule
may have symmetric 3' or 5' overhangs, e.g. of one or two (ribo)nucleotides, or may have
blunt ends. The longer dsRNA molecules may be 25 nucleotides or longer. Preferably,
the longer dsRNA molecules are between 25 and 30 nucleotides long. More preferably,
the longer dsRNA molecules are between 25 and 27 nucleotides long. Most preferably,
the longer dsRNA molecules are 27 nucleotides in length. dsRNAs 30 nucleotides or
more in length may be expressed using the vector pDECAP (Shinagawa et al., Genes
and Dev., 17, 1340-5, 2003).

Another alternative is the expression of a short hairpin RNA molecule (shRNA) in the cell.
shRNAs are more stable than synthetic siRNAs. A shRNA consists of short inverted
repeats separated by a small loop sequence. One inverted repeat is complimentary to
the gene target. In the cell the shRNA is processed by DICER into a siRNA which
degrades the target gene mRNA and suppresses expression. In a preferred embodiment
the shRNA is produced endogenously (within a cell) by transcription from a vector.
shRNAs may be produced within a cell by transfecting the cell with a vector encoding the
shRNA sequence under control of a RNA polymerase Ill promoter such as the human H1

or 7SK promoter or a RNA polymerase Il promoter. Alternatively, the shRNA may be
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synthesised exogenously (in vitro) by transcription from a vector. The shRNA may then
be introduced directly into the cell. Preferably, the shRNA molecule comprises a partial
sequence of IL-11 or IL-11R. Preferably, the shRNA sequence is between 40 and 100
bases in length, more preferably between 40 and 70 bases in length. The stem of the
hairpin is preferably between 19 and 30 base pairs in length. The stem may contain G-U

pairings to stabilise the hairpin structure.

siRNA molecules, longer dsRNA molecules or miRNA molecules may be made
recombinantly by transcription of a nucleic acid sequence, preferably contained within a
vector. Preferably, the siRNA molecule, longer dsRNA molecule or miRNA molecule
comprises a partial sequence of IL-11 or IL-11R.

In one embodiment, the siRNA, longer dsRNA or miRNA is produced endogenously
(within a cell) by transcription from a vector. The vector may be introduced into the cell in
any of the ways known in the art. Optionally, expression of the RNA sequence can be
regulated using a tissue specific (e.g. heart, liver, kidney or eye specific) promoter. In a
further embodiment, the siRNA, longer dsRNA or miRNA is produced exogenously (in

vitro) by transcription from a vector.

Suitable vectors may be oligonucleotide vectors configured to express the oligonucleotide
agent capable of IL-11 or IL-11R repression. Such vectors may be viral vectors or
plasmid vectors. The therapeutic oligonucleotide may be incorporated in the genome of a
viral vector and be operably linked to a regulatory sequence, e.g. promoter, which drives
its expression. The term “operably linked” may include the situation where a selected
nucleotide sequence and regulatory nucleotide sequence are covalently linked in such a
way as to place the expression of a nucleotide sequence under the influence or control of
the regulatory sequence. Thus a regulatory sequence is operably linked to a selected
nucleotide sequence if the regulatory sequence is capable of effecting transcription of a

nucleotide sequence which forms part or all of the selected nucleotide sequence.

Viral vectors encoding promoter-expressed siRNA sequences are known in the art and
have the benefit of long term expression of the therapeutic oligonucleotide. Examples
include lentiviral (Nature 2009 Jan 22; 457(7228):426-433), adenovirus (Shen et al.,
FEBS Lett 2003 Mar 27;539(1-3)111-4) and retroviruses (Barton and Medzhitov PNAS
November 12, 2002 vol.99, no.23 14943-14945).
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In other embodiments a vector may be configured to assist delivery of the therapeutic
oligonucleotide to the site at which repression of IL-11 or IL-11R expression is required.
Such vectors typically involve complexing the oligonucleotide with a positively charged
vector (e.g., cationic cell penetrating peptides, cationic polymers and dendrimers, and
cationic lipids); conjugating the oligonucleotide with small molecules (e.g., cholesterol,
bile acids, and lipids), polymers, antibodies, and RNAs; or encapsulating the
oligonucleotide in nanoparticulate formulations (Wang et al., AAPS J. 2010 Dec; 12(4):
492-503).

In one embodiment, a vector may comprise a nucleic acid sequence in both the sense
and antisense orientation, such that when expressed as RNA the sense and antisense

sections will associate to form a double stranded RNA.

Alternatively, siRNA molecules may be synthesized using standard solid or solution
phase synthesis techniques which are known in the art. Linkages between nucleotides
may be phosphodiester bonds or alternatives, for example, linking groups of the formula
P(O)S, (thioate); P(S)S, (dithioate); P(O)NR'2; P(O)R'; P(O)OR6; CO; or CONR'2 wherein
R is H (or a salt) or alkyl (1-12C) and R6 is alkyl (1-9C) is joined to adjacent nucleotides
through-O-or-S-.

Modified nucleotide bases can be used in addition to the naturally occurring bases, and

may confer advantageous properties on siRNA molecules containing them.

For example, modified bases may increase the stability of the siRNA molecule, thereby
reducing the amount required for silencing. The provision of modified bases may also

provide siRNA molecules which are more, or less, stable than unmodified siRNA.

The term ‘modified nucleotide base’ encompasses nucleotides with a covalently modified
base and/or sugar. For example, modified nucleotides include nucleotides having sugars
which are covalently attached to low molecular weight organic groups other than a
hydroxyl group at the 3'position and other than a phosphate group at the 5'position. Thus
modified nucleotides may also include 2'substituted sugars such as 2'-O-methyl- ; 2'-O-
alkyl ; 2'-O-allyl ; 2'-S-alkyl; 2'-S-allyl; 2'-fluoro- ; 2'-halo or azido-ribose, carbocyclic sugar

analogues, a-anomeric sugars; epimeric sugars such as arabinose, xyloses or lyxoses,

Ex. 2001 - Page1080



10

15

20

25

30

35

WO 2017/103108 PCT/EP2016/081430
30

pyranose sugars, furanose sugars, and sedoheptulose.

Modified nucleotides are known in the art and include alkylated purines and pyrimidines,
acylated purines and pyrimidines, and other heterocycles. These classes of pyrimidines
and purines are known in the art and include pseudoisocytosine, N4,N4-ethanocytosine,
8-hydroxy-N6-methyladenine, 4-acetylcytosine,5-(carboxyhydroxylmethyl) uracil, 5
fluorouracil, 5-bromouracil, 5-carboxymethylaminomethyl-2-thiouracil, 5-
carboxymethylaminomethyl uracil, dihydrouracil, inosine, N6-isopentyl-adenine, 1-
methyladenine, 1-methylpseudouracil, 1-methylguanine, 2,2-dimethylguanine, 2-
methyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-methyladenine,
7-methylguanine, 5-methylaminomethyl uracil, 5-methoxy amino methyl-2-thiouracil, -D-
mannosylqueosine, 5-methoxycarbonylmethyluracil, 5methoxyuracil, 2 methylthio-N6-
isopentenyladenine, uracil-5-oxyacetic acid methyl ester, psueouracil, 2-thiocytosine, 5-
methyl-2 thiouracil, 2-thiouracil, 4-thiouracil, 5methyluracil, N-uracil-5-oxyacetic acid
methylester, uracil 5-oxyacetic acid, queosine, 2-thiocytosine, 5-propyluracil, 5-
propylcytosine, 5-ethyluracil, 5ethylcytosine, 5-butyluracil, 5-pentyluracil, 5-
pentylcytosine, and 2,6,diaminopurine, methylpsuedouracil, 1-methylguanine, 1-

methylcytosine.

Methods relating to the use of RNAI to silence genes in C. elegans, Drosophila, plants,
and mammals are known in the art (Fire A, et al., 1998 Nature 391:806-811; Fire, A.
Trends Genet. 15, 358-363 (1999); Sharp, P. A. RNA interference 2001. Genes Dev. 15,
485-490 (2001); Hammond, S. M., et al., Nature Rev. Genet. 2, 110-1119 (2001); Tuschl,
T. Chem. Biochem. 2, 239-245 (2001); Hamilton, A. et al., Science 286, 950-952 (1999);
Hammond, S. M., et al., Nature 404, 293-296 (2000); Zamore, P. D., et al., Cell 101, 25-
33 (2000); Bernstein, E., et al., Nature 409, 363-366 (2001); Elbashir, S. M., et al., Genes
Dev. 15, 188-200 (2001); WO0129058; W09932619, and Elbashir S M, et al., 2001
Nature 411:494-498).

Accordingly, the invention provides nucleic acid that is capable, when suitably introduced
into or expressed within a mammalian, e.g. human, cell that otherwise expresses IL-11 or

IL-11R, of suppressing IL-11 or IL-11R expression by RNAI.

The nucleic acid may have substantial sequence identity to a portion of IL-11 or IL-11R
mRNA, as defined in GenBank accession no. NM_000641.3 GI:391353405 (IL-11) or
U32324.1 GI:975336 (IL-11R), or the complementary sequence to said mRNA.
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The nucleic acid may be a double-stranded siRNA. (As the skilled person will appreciate,
and as explained further below, a siRNA molecule may include a short 3’ DNA sequence

also.)

Alternatively, the nucleic acid may be a DNA (usually double-stranded DNA) which, when
transcribed in a mammalian cell, yields an RNA having two complementary portions
joined via a spacer, such that the RNA takes the form of a hairpin when the
complementary portions hybridise with each other. In a mammalian cell, the hairpin
structure may be cleaved from the molecule by the enzyme DICER, to yield two distinct,
but hybridised, RNA molecules.

In some preferred embodiments, the nucleic acid is generally targeted to the sequence of
one of SEQ ID NOs 2 to 5 (IL-11; Figure 11) or to one of SEQ ID NOs 7 to 10 (IL-11R;
Figure 12).

Only single-stranded (i.e. non self-hybridised) regions of an mRNA transcript are
expected to be suitable targets for RNAI. It is therefore proposed that other sequences
very close in the IL-11 or IL-11R mRNA transcript to the sequence represented by one of
SEQ ID NOs 2 to 5 or 7 to 10 may also be suitable targets for RNAi. Such target
sequences are preferably 17-23 nucleotides in length and preferably overlap one of SEQ
IDNOs2to50or7to10byatleast1,2,3,4,5,6,7,8,9,10, 11, 12,13, 14, 15, 16, 17,
18 or all 19 nucleotides (at either end of one of SEQ ID NOs 2 to 5 or 7 to 10).

Accordingly, the invention provides nucleic acid that is capable, when suitably introduced
into or expressed within a mammalian cell that otherwise expresses IL-11 or IL-11R, of
suppressing IL-11 or IL-11R expression by RNAI, wherein the nucleic acid is generally

targeted to the sequence of one of SEQ ID NOs 2 to 5 or 7 to 10.

By “generally targeted” the nucleic acid may target a sequence that overlaps with SEQ ID
NOs 2 to 5 or 7 to 10. In particular, the nucleic acid may target a sequence in the mRNA
of human IL-11 or IL-11R that is slightly longer or shorter than one of SEQ ID NOs 2 to 5
or 7 to 10 (preferably from 17-23 nucleotides in length), but is otherwise identical to one
of SEQ ID NOs 2to 5 or 7 to 10.
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It is expected that perfect identity/complementarity between the nucleic acid of the
invention and the target sequence, although preferred, is not essential. Accordingly, the
nucleic acid of the invention may include a single mismatch compared to the mRNA of IL-
11 or IL-11R. It is expected, however, that the presence of even a single mismatch is
likely to lead to reduced efficiency, so the absence of mismatches is preferred. When
present, 3’ overhangs may be excluded from the consideration of the number of

mismatches.

The term “complementarity” is not limited to conventional base pairing between nucleic
acid consisting of naturally occurring ribo- and/or deoxyribonucleotides, but also includes
base pairing between mRNA and nucleic acids of the invention that include non-natural

nucleotides.

In one embodiment, the nucleic acid (herein referred to as double-stranded siRNA)
includes the double-stranded RNA sequences shown in Figure 13 (IL-11; SEQ ID NOs 11
to 14).

In another embodiment, the nucleic acid (herein referred to as double-stranded siRNA)
includes the double-stranded RNA sequences shown in Figure 14 (IL-11R; SEQ ID NOs
15 to 18).

However, it is also expected that slightly shorter or longer sequences directed to the
same region of IL-11 or IL-11R mRNA will also be effective. In particular, it is expected

that double-stranded sequences between 17 and 23 bp in length will also be effective.

The strands that form the double-stranded RNA may have short 3’ dinucleotide
overhangs, which may be DNA or RNA. The use of a 3’ DNA overhang has no effect on
siRNA activity compared to a 3° RNA overhang, but reduces the cost of chemical
synthesis of the nucleic acid strands (Elbashir et al., 2001c¢). For this reason, DNA

dinucleotides may be preferred.

When present, the dinucleotide overhangs may be symmetrical to each other, though this
is not essential. Indeed, the 3’ overhang of the sense (upper) strand is irrelevant for RNAi
activity, as it does not participate in mRNA recognition and degradation (Elbashir et al.,
2001a, 2001b, 2001c).
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While RNAI experiments in Drosophila show that antisense 3’ overhangs may participate
in mMRNA recognition and targeting (Elbashir et al. 2001¢), 3’ overhangs do not appear to
be necessary for RNAI activity of siRNA in mammalian cells. Incorrect annealing of 3’
overhangs is therefore thought to have little effect in mammalian cells (Elbashir et al.
2001c; Czauderna et al. 2003).

Any dinucleotide overhang may therefore be used in the antisense strand of the siRNA.
Nevertheless, the dinucleotide is preferably -UU or —UG (or —TT or —TG if the overhang is
DNA), more preferably -UU (or —TT). The —UU (or —TT) dinucleotide overhang is most
effective and is consistent with (i.e. capable of forming part of) the RNA polymerase Il
end of transcription signal (the terminator signal is TTTTT). Accordingly, this dinucleotide
is most preferred. The dinucleotides AA, CC and GG may also be used, but are less

effective and consequently less preferred.

Moreover, the 3’ overhangs may be omitted entirely from the siRNA.

The invention also provides single-stranded nucleic acids (herein referred to as single-
stranded siRNAs) respectively consisting of a component strand of one of the
aforementioned double-stranded nucleic acids, preferably with the 3’-overhangs, but
optionally without. The invention also provides kits containing pairs of such single-
stranded nucleic acids, which are capable of hybridising with each other in vitro to form

the aforementioned double-stranded siRNAs, which may then be introduced into cells.

The invention also provides DNA that, when transcribed in a mammalian cell, yields an
RNA (herein also referred to as an shRNA) having two complementary portions which are
capable of self-hybridising to produce a double-stranded motif, e.g. including a sequence
selected from the group consisting of SEQ ID No.s 11 to 14 or 15 to 18 or a sequence
that differs from any one of the aforementioned sequences by a single base pair

substitution.

The complementary portions will generally be joined by a spacer, which has suitable
length and sequence to allow the two complementary portions to hybridise with each
other. The two complementary (i.e. sense and antisense) portions may be joined 5’-3’ in
either order. The spacer will typically be a short sequence, of approximately 4-12

nucleotides, preferably 4-9 nucleotides, more preferably 6-9 nucleotides.
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Preferably the 5’ end of the spacer (immediately 3’ of the upstream complementary
portion) consists of the nucleotides —UU- or —UG-, again preferably —UU- (though, again,
the use of these particular dinucleotides is not essential). A suitable spacer,
recommended for use in the pSuper system of OligoEngine (Seattle, Washington, USA)
is UUCAAGAGA. In this and other cases, the ends of the spacer may hybridise with each
other, e.g. elongating the double-stranded motif beyond the exact sequences of SEQ ID

NOs 11 to 14 or 15 to 18 by a small number (e.g. 1 or 2) of base pairs.

Similarly, the transcribed RNA preferably includes a 3’ overhang from the downstream

complementary portion. Again, this is preferably —UU or —UG, more preferably —UU.

Such shRNA molecules may then be cleaved in the mammalian cell by the enzyme
DICER to vyield a double-stranded siRNA as described above, in which one or each

strand of the hybridised dsRNA includes a 3’ overhang.

Techniques for the synthesis of the nucleic acids of the invention are of course well

known in the art.

The skilled person is well able to construct suitable transcription vectors for the DNA of
the invention using well-known techniques and commercially available materials. In
particular, the DNA will be associated with control sequences, including a promoter and a

transcription termination sequence.

Of particular suitability are the commercially available pSuper and pSuperior systems of
OligoEngine (Seattle, Washington, USA). These use a polymerase-IIl promoter (H1) and
a Ts transcription terminator sequence that contributes two U residues at the 3’ end of the
transcript (which, after DICER processing, provide a 3’ UU overhang of one strand of the
siRNA).

Another suitable system is described in Shin et al. (RNA, 2009 May; 15(5): 898-910),

which uses another polymerase-Ill promoter (U6).
The double-stranded siRNAs of the invention may be introduced into mammalian cells in

vitro or in vivo using known techniques, as described below, to suppress expression of IL-
11 or IL-11R.
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Similarly, transcription vectors containing the DNAs of the invention may be introduced
into tumour cells in vitro or in vivo using known techniques, as described below, for

transient or stable expression of RNA, again to suppress expression of IL-11 or IL-11R.

Accordingly, the invention also provides a method of suppressing IL-11 or IL-11R
expression in a mammalian, e.g. human, cell, the method comprising administering to the

cell a double-stranded siRNA of the invention or a transcription vector of the invention.

Similarly, the invention further provides a method of treating fibrosis, the method
comprising administering to a subject a double-stranded siRNA of the invention or a

transcription vector of the invention.

The invention further provides the double-stranded siRNAs of the invention and the
transcription vectors of the invention, for use in a method of treatment, preferably a

method of treating fibrosis.

The invention further provides the use of the double-stranded siRNAs of the invention and
the transcription vectors of the invention in the preparation of a medicament for the

treatment of fibrosis.

The invention further provides a composition comprising a double-stranded siRNA of the
invention or a transcription vector of the invention in admixture with one or more
pharmaceutically acceptable carriers. Suitable carriers include lipophilic carriers or

vesicles, which may assist in penetration of the cell membrane.

Materials and methods suitable for the administration of siRNA duplexes and DNA
vectors of the invention are well known in the art and improved methods are under

development, given the potential of RNAi technology.

Generally, many techniques are available for introducing nucleic acids into mammalian
cells. The choice of technique will depend on whether the nucleic acid is transferred into
cultured cells in vitro or in vivo in the cells of a patient. Techniques suitable for the
transfer of nucleic acid into mammalian cells in vitro include the use of liposomes,
electroporation, microinjection, cell fusion, DEAE dextran and calcium phosphate

precipitation. /n vivo gene transfer techniques include transfection with viral (typically
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retroviral) vectors and viral coat protein-liposome mediated transfection (Dzau et al.
(2003) Trends in Biotechnology 11, 205-210).

In particular, suitable techniques for cellular administration of the nucleic acids of the

invention both in vitro and in vivo are disclosed in the following articles:

General reviews: Borkhardt, A. 2002. Blocking oncogenes in malignant cells by RNA
interference--new hope for a highly specific cancer treatment? Cancer Cell. 2:167-8.
Hannon, G.J. 2002. RNA interference. Nature. 418:244-51. McManus, M.T., and P.A.
Sharp. 2002. Gene silencing in mammals by small interfering RNAs. Nat Rev Genet.
3:737-47. Scherr, M., M.A. Morgan, and M. Eder. 2003b. Gene silencing mediated by
small interfering RNAs in mammalian cells. Curr Med Chem. 10:245-56. Shuey, D.J., D.E.
McCallus, and T. Giordano. 2002. RNAi: gene-silencing in therapeutic intervention. Drug
Discov Today. 7:1040-6.

Systemic delivery using liposomes: Lewis, D.L., J.E. Hagstrom, A.G. Loomis, J.A. Wolff,
and H. Herweijer. 2002. Efficient delivery of siRNA for inhibition of gene expression in
postnatal mice. Nat Genet. 32:107-8. Paul, C.P., P.D. Good, |. Winer, and D.R. Engelke.
2002. Effective expression of small interfering RNA in human cells. Nat Biotechnol.
20:505-8. Song, E., S.K. Lee, J. Wang, N. Ince, N. Ouyang, J. Min, J. Chen, P. Shankar,
and J. Lieberman. 2003. RNA interference targeting Fas protects mice from fulminant
hepatitis. Nat Med. 9:347-51. Sorensen, D.R., M. Leirdal, and M. Sioud. 2003. Gene
silencing by systemic delivery of synthetic siRNAs in adult mice. J Mol Biol. 327:761-6.

Virus mediated transfer: Abbas-Terki, T., W. Blanco-Bose, N. Deglon, W. Pralong, and P.
Aebischer. 2002. Lentiviral-mediated RNA interference. Hum Gene Ther. 13:2197-201.
Barton, G.M., and R. Medzhitov. 2002. Retroviral delivery of small interfering RNA into
primary cells. Proc Natl Acad Sci U S A. 99:14943-5. Devroe, E., and P.A. Silver. 2002.
Retrovirus-delivered siRNA. BMC Biotechnol. 2:15. Lori, F., P. Guallini, L. Galluzzi, and J.
Lisziewicz. 2002. Gene therapy approaches to HIV infection. Am J Pharmacogenomics.
2:245-52. Matta, H., B. Hozayev, R. Tomar, P. Chugh, and P.M. Chaudhary. 2003. Use of
lentiviral vectors for delivery of small interfering RNA. Cancer Biol Ther. 2:206-10. Qin,
X.F., D.S. An, I.S. Chen, and D. Baltimore. 2003. Inhibiting HIV-1 infection in human T
cells by lentiviral-mediated delivery of small interfering RNA against CCR5. Proc Natl
Acad Sci U S A. 100:183-8. Scherr, M., K. Battmer, A. Ganser, and M. Eder. 2003a.

Modulation of gene expression by lentiviral-mediated delivery of small interfering RNA.
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Cell Cycle. 2:251-7. Shen, C., A.K. Buck, X. Liu, M. Winkler, and S.N. Reske. 2003. Gene
silencing by adenovirus-delivered siRNA. FEBS Lett. 539:111-4.

Peptide delivery: Morris, M.C., L. Chaloin, F. Heitz, and G. Divita. 2000. Translocating
peptides and proteins and their use for gene delivery. Curr Opin Biotechnol. 11:461-6.
Simeoni, F., M.C. Morris, F. Heitz, and G. Divita. 2003. Insight into the mechanism of the
peptide-based gene delivery system MPG: implications for delivery of siRNA into
mammalian cells. Nucleic Acids Res. 31:2717-24. Other technologies that may be
suitable for delivery of siRNA to the target cells are based on nanoparticles or
nanocapsules such as those described in US patent numbers 6,649,192B and
5,843,509B.

Formulations

In therapeutic applications, agents capable of inhibiting the action of IL-11 or agents
capable of preventing or reducing the expression of IL-11 or IL-11R are preferably
formulated as a medicament or pharmaceutical together with one or more other
pharmaceutically acceptable ingredients well known to those skilled in the art, including,
but not limited to, pharmaceutically acceptable carriers, adjuvants, excipients, diluents,
fillers, buffers, preservatives, anti-oxidants, lubricants, stabilisers, solubilisers, surfactants
(e.g., wetting agents), masking agents, colouring agents, flavouring agents, and

sweetening agents.

The term "pharmaceutically acceptable” as used herein pertains to compounds,
ingredients, materials, compositions, dosage forms, etc., which are, within the scope of
sound medical judgment, suitable for use in contact with the tissues of the subject in
question (e.g., human) without excessive toxicity, irritation, allergic response, or other
problem or complication, commensurate with a reasonable benéefit/risk ratio. Each
carrier, adjuvant, excipient, etc. must also be "acceptable” in the sense of being

compatible with the other ingredients of the formulation.

Suitable carriers, adjuvants, excipients, etc. can be found in standard pharmaceutical
texts, for example, Remington's Pharmaceutical Sciences, 18th edition, Mack Publishing
Company, Easton, Pa., 1990; and Handbook of Pharmaceutical Excipients, 2nd edition,
1994.
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The formulations may be prepared by any methods well known in the art of pharmacy.
Such methods include the step of bringing into association the active compound with a
carrier which constitutes one or more accessory ingredients. In general, the formulations
are prepared by uniformly and intimately bringing into association the active compound
with carriers (e.g., liquid carriers, finely divided solid carrier, etc.), and then shaping the

product, if necessary.

The formulations may be prepared for topical, parenteral, systemic, intravenous, intra-
arterial, intramuscular, intrathecal, intraocular, intra-conjunctival, subcutaneous, oral or
transdermal routes of administration which may include injection. Injectable formulations

may comprise the selected agent in a sterile or isotonic medium.

Administration is preferably in a "therapeutically effective amount", this being sufficient to
show benefit to the individual. The actual amount administered, and rate and time-course
of administration, will depend on the nature and severity of the disease being treated.
Prescription of treatment, e.g. decisions on dosage etc, is within the responsibility of
general practitioners and other medical doctors, and typically takes account of the
disorder to be treated, the condition of the individual patient, the site of delivery, the
method of administration and other factors known to practitioners. Examples of the
technigues and protocols mentioned above can be found in Remington’s Pharmaceutical
Sciences, 20th Edition, 2000, pub. Lippincott, Williams & Wilkins.

Fibrosis

As used herein, “fibrosis” refers to the formation of excess fibrous connective tissue as a
result of the excess deposition of extracellular matrix components, for example collagen.
Fibrous connective tissue is characterised by having extracellular matrix (ECM) with a
high collagen content. The collagen may be provided in strands or fibers, which may be
arranged irregularly or aligned. The ECM of fibrous connective tissue may also include

glycosaminoglycans.

As used herein, “excess fibrous connective tissue” refers to an amount of connective
tissue at a given location (e.g. a given tissue or organ, or part of a given tissue or organ)
which is greater than the amount of connective tissue present at that location in the
absence of fibrosis, e.g. under normal, non-pathological conditions. As used herein,

“excess deposition of extracellular matrix components” refers to a level of deposition of
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one or more extracellular matrix components which is greater than the level of deposition

in the absence of fibrosis, e.g. under normal, non-pathological conditions.

The cellular and molecular mechanisms of fibrosis are described in Wynn, J. Pathol.
(2008) 214(2): 199-210, and Wynn and Ramalingam, Nature Medicine (2012) 18:1028-
1040, which are hereby incorporated by reference in their entirety.

The main cellular effectors of fibrosis are myofibroblasts, which produce a collagen-rich

extracellular matrix.

In response to tissue injury, damaged cells and leukocytes produce pro-fibrotic factors
such as TGF, IL-13 and PDGF, which activate fibroblasts to aSMA-expressing
myofibroblasts, and recruit myofibroblasts to the site of injury. Myofibroblasts produce a
large amount of extracellular matrix, and are important mediators in aiding contracture
and closure of the wound. However, under conditions of persistent infection or during
chronic inflammation there can be overactivation and recruitment of myofibroblasts, and
thus over-production of extracellular matrix components, resulting in the formation of

excess fibrous connective tissue.

In some embodiments fibrosis may be triggered by pathological conditions, e.g.
conditions, infections or disease states that lead to production of pro-fibrotic factors such
as TGFB1. In some embodiments, fibrosis may be caused by physical injury/stimuli,
chemical injury/stimuli or environmental injury/stimuli. Physical injury/stimuli may occur
during surgery, e.g. iatrogenic causes. Chemical injury/stimuli may include drug induced
fibrosis, e.g. following chronic administration of drugs such as bleomycin,
cyclophosphamide, amiodarone, procainamide, penicillamine, gold and nitrofurantoin
(Daba et al., Saudi Med J 2004 Jun; 25(6): 700-6). Environmental injury/stimuli may
include exposure to asbestos fibres or silica.

Fibrosis can occur in many tissues of the body. For example, fibrosis can occur in the
liver (e.g. cirrhosis), lungs, kidney, heart, blood vessels, eye, skin, pancreas, intestine,

brain, and bone marrow. Fibrosis may also occur in multiple organs at once.
In embodiments herein, fibrosis may involve an organ of the gastrointestinal system, e.g.

of the liver, small intestine, large intestine, or pancreas. In some embodiments, fibrosis

may involve an organ of the respiratory system, e.g. the lungs. In embodiments, fibrosis
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may involve an organ of the cardiovascular system, e.g. of the heart or blood vessels. In
some embodiments, fibrosis may involve the skin. In some embodiments, fibrosis may
involve an organ of the nervous system, e.g. the brain. In some embodiments, fibrosis
may involve an organ of the urinary system, e.g. the kidneys. In some embodiments,

fibrosis may involve an organ of the musculoskeletal system, e.g. muscle tissue.

In some preferred embodiments, the fibrosis is cardiac or myocardial fibrosis, hepatic
fibrosis, or renal fibrosis. In some embodiments cardiac or myocardial fibrosis is
associated with dysfunction of the musculature or electrical properties of the heart, or
thickening of the walls of valves of the heart. In some embodiments fibrosis is of the
atrium and/or ventricles of the heart. Treatment or prevention of atrial or ventricular
fibrosis may help reduce risk or onset of atrial fibrillation, ventricular fibrillation, or

myocardial infarction.

In some preferred embodiments hepatic fibrosis is associated with chronic liver disease
or liver cirrhosis. In some preferred embodiments renal fibrosis is associated with chronic

kidney disease.

Diseases/conditions characterised by fibrosis in accordance with the present invention
include but are not limited to: respiratory conditions such as pulmonary fibrosis, cystic
fibrosis, idiopathic pulmonary fibrosis, progressive massive fibrosis, scleroderma,
obliterative bronchiolitis, Hermansky-Pudlak syndrome, asbestosis, silicosis, chronic
pulmonary hypertension, AlDS associated pulmonary hypertension, sarcoidosis, tumor
stroma in lung disease, and asthma; chronic liver disease, primary biliary cirrhosis (PBC),
schistosomal liver disease, liver cirrhosis; cardiovascular conditions such as hypertrophic
cardiomyopathy, dilated cardiomyopathy (DCM), fibrosis of the atrium, atrial fibrillation,
fibrosis of the ventricle, ventricular fibrillation, myocardial fibrosis, Brugada syndrome,
myocarditis, endomyocardial fibrosis, myocardial infarction, fibrotic vascular disease,
hypertensive heart disease, arrhythmogenic right ventricular cardiomyopathy (ARVC),
tubulointerstitial and glomerular fibrosis, atherosclerosis, varicose veins, cerebral infarcts;
neurological conditions such as gliosis and Alzheimer's disease; muscular dystrophy such
as Duchenne muscular dystrophy (DMD) or Becker's muscular dystrophy (BMD);
gastrointestinal conditions such as Chron’s disease, microscopic colitis and primary
sclerosing cholangitis (PSC); skin conditions such as scleroderma, nephrogenic systemic
fibrosis and cutis keloid; arthrofibrosis; Dupuytren’s contracture; mediastinal fibrosis;

retroperitoneal fibrosis; myelofibrosis; Peyronie’s disease; adhesive capsulitis; kidney
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disease (e.qg., renal fibrosis, nephritic syndrome, Alport's syndrome, HIV associated
nephropathy, polycystic kidney disease, Fabry's disease, diabetic nephropathy, chronic
glomerulonephritis, nephritis associated with systemic lupus); progressive systemic
sclerosis (PSS); chronic graft versus host disease; diseases of the eye such as Grave's
opthalmopathy, epiretinal fibrosis, retinal fibrosis, subretinal fibrosis (e.g. associated with
macular degeneration (e.g. wet age-related macular degeneration (AMD)), diabetic
retinopathy, glaucoma, corneal fibrosis, post-surgical fibrosis (e.g. of the posterior
capsule following cataract surgery, or of the bleb following trabeculectomy for glaucoma),
conjunctival fibrosis, subconjunctival fibrosis; arthritis; fibrotic pre-neoplastic and fibrotic
neoplastic disease; and fibrosis induced by chemical or environmental insult (e.g., cancer
chemotherapy, pesticides, radiation/cancer radiotherapy).

It will be appreciated that the many of the diseases/conditions listed above are
interrelated. For example, fibrosis of the ventricle may occur post myocardial infarction,

and is associated with DCM, HCM and myocarditis.

In particular embodiments, the disease/disorder may be one of pulmonary fibrosis, atrial
fibrillation, ventricular fibrillation, hypertrophic cardiomyopathy (HCM), dilated
cardiomyopathy (DCM), non-alcoholic steatohepatitis (NASH), cirrhosis, chronic kidney
disease, scleroderma, systemic sclerosis, keloid, cystic fibrosis, Chron’s disease, post-

surgical fibrosis or retinal fibrosis.

Treatment, prevention or alleviation of fibrosis according to the present invention may be
of fibrosis that is associated with an upregulation of IL-11, e.g. an upregulation of [L-11 in
cells or tissue in which the fibrosis occurs or may occur, or upregulation of extracellular
IL-11 or IL-11R.

Treatment or alleviation of fibrosis may be effective to prevent progression of the fibrosis,
e.g. to prevent worsening of the condition or to slow the rate of development of the
fibrosis. In some embodiments treatment or alleviation may lead to an improvement in

the fibrosis, e.g. a reduction in the amount of deposited collagen fibres.

Prevention of fibrosis may refer to prevention of a worsening of the condition or
prevention of the development of fibrosis, e.g. preventing an early stage fibrosis

developing to a later, chronic, stage.
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Subject

The subject to be treated may be any animal or human. The subject is preferably
mammalian, more preferably human. The subject may be a non-human mammal, but is
more preferably human. The subject may be male or female. The subject may be a

patient.

Sample

A sample obtained from a subject may be of any kind. A biological sample may be taken
from any tissue or bodily fluid, e.g. a blood sample, blood-derived sample, serum sample,
lymph sample, semen sample, saliva sample, synovial fluid sample. A blood-derived
sample may be a selected fraction of a patient’s blood, e.g. a selected cell-containing
fraction or a plasma or serum fraction. A sample may comprise a tissue sample or
biopsy; or cells isolated from a subject. Samples may be collected by known techniques,
such as biopsy or needle aspirate. Samples may be stored and/or processed for

subsequent determination of IL-11 expression levels.

Samples may be used to determine the upregulation of IL-11 or IL-11R in the subject

from which the sample was taken.

In some preferred embodiments a sample may be a tissue sample, e.g. biopsy, taken
from heart, liver or kidney tissue. In some embodiments a sample may be a tissue

sample, e.g. biopsy, taken from the eye.

A sample may contain cells, and may preferably contain fibroblasts and/or myofibroblasts.
In some embodiments, fibroblasts or myofibroblasts may be obtained from heart, liver or
kidney tissue, e.g. they may be cardiac fibroblasts or cardiac myofibroblasts (e.g. see
Colby et al., Circulation Research 2009;105:1164-1176), hepatic fibroblasts or hepatic
myofibroblasts (e.g. see Zeisberg et al., The Journal of Biological Chemistry, August 10,
2007, 282, 23337-23347; Brenner., Fibrogenesis & Tissue Repair 2012, 5(Suppl 1):S17)
or renal fibroblasts or renal myofibroblasts (e.g. see Strutz and Zeisberg. JASN
November 2006 vol. 17 no. 11 2992-2998). In some embodiments, fibroblasts or

myofibroblasts may be obtained from eye tissue, e.g. they may be corneal fibroblasts.

Upregulation of IL-11 or IL-11R expression

Some aspects and embodiments of the present invention concern detection of expression

of IL-11 or IL-11R, e.g. in a sample obtained from a subject.
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In some aspects and embodiments the present invention concerns the upregulation of
expression (over-expression) of IL-11 or IL-11R (as a protein or oligonucleotide encoding
the respective IL-11 or IL-11R) and detection of such upregulation as an indicator of
suitability for treatment with an agent capable of inhibiting the action of IL-11 or with an

agent capable of preventing or reducing the expression of IL-11 or IL-11R.

Upregulation of IL-11 or IL-11R expression comprises expression of IL-11 or IL-11R at a
level that is greater than would normally be expected for a cell or tissue of a given type.
Upregulation may be determined by determining the level of expression of IL-11 or IL-11R
in a cell or tissue. A comparison may be made between the level of IL-11 or IL-11R
expression in a cell or tissue sample from a subject and a reference level of IL-11 or IL-
11R, e.g. a value or range of values representing a normal level of expression of IL-11 or
IL-11R for the same or corresponding cell or tissue type. In some embodiments reference
levels may be determined by detecting IL-11 or IL-11R expression in a control sample,
e.g. in corresponding cells or tissue from a healthy subject or from healthy tissue of the
same subject. In some embodiments reference levels may be obtained from a standard

curve or data set.

Levels of expression may be quantitated for absolute comparison, or relative

comparisons may be made.

In some embodiments upregulation of IL-11 or IL-11R may be considered to be present
when the level of expression in the test sample is at least 1.1 times that of a reference
level. More preferably, the level of expression may be selected from one of at least 1.2,
at least 1.3, at least 1.4, at least 1.5, at least 1.6, at least 1.7, at least 1.8, at least 1.9, at
least 2.0, at least 2.1, at least 2.2, at least 2.3, at least 2.4 at least 2.5, at least 2.6, at
least 2.7, at least 2.8, at least 2.9, at least 3.0, at least 3.5, at least 4.0, at least 5.0, at
least 6.0, at least 7.0, at least 8.0, at least 9.0, or at least 10.0 times that of the reference

level.

IL-11 or IL-11R expression levels may be determined by one of a number of known in
vitro assay techniques, such as PCR based assays, in situ hybridisation assays, flow

cytometry assays, immunological or immunohistochemical assays.
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By way of example suitable techniques involve a method of detecting the level of IL-11 or
IL-11R in a sample by contacting the sample with an agent capable of binding IL-11 or IL-
11R and detecting the formation of a complex of the agent and IL-11 or IL-11R. The
agent may be any suitable binding molecule, e.g. an antibody, polypeptide, peptide,
oligonucleotide, aptamer or small molecule, and may optionally be labelled to permit
detection, e.g. visualisation, of the complexes formed. Suitable labels and means for their
detection are well known to those in the art and include fluorescent labels (e.g.
fluorescein, rhodamine, eosine and NDB, green fluorescent protein (GFP), chelates of
rare earths such as europium (Eu), terbium (Tb) and samarium (Sm), tetramethyl
rhodamine, Texas Red, 4-methyl umbelliferone, 7-amino-4-methyl coumarin, Cy3, Cy5),
isotope markers, radioisotopes (e.g. 3P, %3P, 2°S), chemiluminescence labels (e.g.
acridinium ester, luminol, isoluminol), enzymes (e.g. peroxidase, alkaline phosphatase,
glucose oxidase, beta-galactosidase, luciferase), antibodies, ligands and receptors.
Detection techniques are well known to those of skill in the art and can be selected to
correspond with the labelling agent. Suitable techniques include PCR amplification of
oligonucleotide tags, mass spectrometry, detection of fluorescence or colour, e.g. upon

enzymatic conversion of a substrate by a reporter protein, or detection of radioactivity.

Assays may be configured to quantify the amount of IL-11 or IL-11R in a sample.
Quantified amounts of IL-11 or IL-11R from a test sample may be compared with
reference values, and the comparison used to determine whether the test sample
contains an amount of IL-11 or IL-11R that is higher or lower than that of the reference

value to a selected degree of statistical significance.

Quantification of detected IL-11 or IL-11R may be used to determine up- or down-
regulation or amplification of genes encoding IL-11 or IL-11R. In cases where the test
sample contains fibrotic cells, such up-regulation, down-regulation or amplification may
be compared to a reference value to determine whether any statistically significant

difference is present.

Subject selection

A subject may be selected for treatment based on a determination that the subject has an
upregulated level of IL-11 or IL-11R expression. IL-11 or IL-11R may therefore act as a
marker of a fibrosis that is suitable for treatment with an agent capable of inhibiting the
action of IL-11 or with an agent capable of preventing or reducing the expression of IL-11
or IL-11R.
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Upregulation may be in a given tissue or in selected cells from a given tissue. A preferred
tissue may be one of heart, liver or kidney. A preferred tissue may be eye. A preferred
cell type may be fibroblasts or myofibroblasts. Upregulation may also be determined in a
circulating fluid, e.g. blood, or in a blood derived sample. Upregulation may be of

extracellular 1L-11 or IL-11R.

Determination of IL-11 or IL-11R levels may be performed by assay, preferably in vitro, on

a sample obtained from a subject, as described herein.

Following selection, a subject may be provided with treatment for fibrosis by
administration of an agent capable of inhibiting the action of IL-11 or an agent capable of

preventing or reducing the expression of IL-11 or IL-11R.

In some embodiments a subject may have been diagnosed with fibrosis, be suspected of
having fibrosis or be considered at risk of developing fibrosis and it is of interest whether
the subject will benefit from treatment with an agent capable of inhibiting the action of IL-
11 or with an agent capable of preventing or reducing the expression of IL-11 or IL-11R.
In such embodiments, the suitability of the subject for such treatment may be determined
by determining whether IL-11 or IL-11R expression is upregulated in the subject. In some
embodiments, IL-11 or IL-11R expression is locally or systemically upregulated in the

subject.

Diagnosis and Prognosis

The detection of upregulation of IL-11 or IL-11R expression may also be used in a
method of diagnosing fibrosis or the risk of developing fibrosis in a subject, and in
methods of prognosing or predicting a subject’s response to treatment with an agent
capable of inhibiting the action of IL-11 or an agent capable of preventing or reducing the

expression of IL-11 or IL-11R.

In some embodiments a subject may be suspected of having fibrosis, e.g. based on the
presence of other symptoms indicative of fibrosis in the subject’s body or in selected
cells/tissues of the subject’s body, or be considered at risk of developing fibrosis, e.g.
because of genetic predisposition or exposure to environmental conditions, such as

asbestos fibres.
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Determination of upregulation of IL-11 or IL-11R may confirm a diagnosis or suspected
diagnosis of fibrosis or may confirm that the subject is at risk of developing fibrosis. The
determination may also diagnose the condition or predisposition as one suitable for
treatment with an agent capable of inhibiting the action of IL-11 or an agent capable of

preventing or reducing the expression of IL-11 or IL-11R.

As such, a method of providing a prognosis for a subject having, or suspected of having
fibrosis may be provided, the method comprising determining whether IL-11 or IL-11R is
upregulated in a sample obtained from the subject and, based on the determination,
providing a prognosis for treatment of the subject with an agent capable of inhibiting the
action of IL-11 or an agent capable of preventing or reducing the expression of IL-11 or
IL-11R.

In some aspects methods of diagnosis or methods of prognosing or predicting a subject’s
response to treatment with an agent capable of inhibiting the action of IL-11 or an agent
capable of preventing or reducing the expression of IL-11 or IL-11R may not require
determination of IL-11 or IL-11R levels, but may be based on determining genetic factors
in the subject that are predictive of upregulation of IL-11 or IL-11R expression, or
upregulation of IL-11 or IL-11R activity. Such genetic factors may include the
determination of genetic mutations, single nucleotide polymorphisms (SNPs) or gene
amplification in IL-11 and/or IL-11R that are correlated with and/or predictive of
upregulation of IL-11 or IL-11R expression or activity or IL-11 mediated signaling activity.
The use of genetic factors to predict predisposition to a disease state or response to
treatment is known in the art, e.g. see Peter Starkel Gut 2008;57:440-442; Wright et al.,
Mol. Cell. Biol. March 2010 vol. 30 no. 6 1411-1420.

Genetic factors may be assayed by methods known to those of ordinary skill in the art,
including PCR based assays, e.g. quantitative PCR, competitive PCR. By determining
the presence of genetic factors, e.g. in a sample obtained from a subject, a diagnosis of
fibrosis may be confirmed, and/or a subject may be classified as being at risk of
developing fibrosis, and/or a subject may be identified as being suitable for treatment with
an agent capable of inhibiting the action of IL-11 or an agent capable of preventing or

reducing the expression of IL-11 or IL-11R.

Ex. 2001 - Page1097



10

15

20

25

30

35

WO 2017/103108 PCT/EP2016/081430
47

Some methods may comprise determination of the presence of one or more SNPs linked
to secretion of IL-11 or susceptibility to development of fibrosis. SNPs are usually bi-
allelic and therefore can be readily determined using one of a number of conventional
assays known to those of skill in the art (e.g. see Anthony J. Brookes. The essence of
SNPs. Gene Volume 234, Issue 2, 8 July 1999, 177-186; Fan et al., Highly Parallel SNP
Genotyping. Cold Spring Harb Symp Quant Biol 2003. 68: 69-78; Matsuzaki et al.,
Parallel Genotyping of Over 10,000 SNPs using a one-primer assay on a high-density
oligonucleotide array. Genome Res. 2004. 14: 414-425).

The methods may comprise determining which SNP allele is present in a sample
obtained from a subject. In some embodiments determining the presence of the minor
allele may be associated with increased IL-11 secretion or susceptibility to development

of fibrosis.

Accordingly, in one aspect of the present invention a method for screening a subject is
provided, the method comprising:
obtaining a nucleic acid sample from the subject;
determining which allele is present in the sample at the polymorphic nucleotide
position of one or more of the SNPs listed in Figure 33, and/or Figure 34 and/or
Figure 35 or an SNP in linkage disequilibrium with one of the listed SNPs with an
r»z0.8.

The determining step may comprise determining whether the minor allele is present in the
sample at the selected polymorphic nucleotide position. It may comprise determining

whether 0, 1 or 2 minor alleles are present.

The screening method may be, or form part of, a method for determining susceptibility of
the subject to development of fibrosis, or a method of diagnosis or prognosis as

described herein.

The method may further comprise the step of identifying the subject as having
susceptibility to, or an increased risk of, developing fibrosis, e.g. if the subject is
determined to have a minor allele at the polymorphic nucleotide position. The method
may further comprise the step of selecting the subject for treatment with an agent capable
of inhibiting the action of Interleukin 11 (IL-11) and/or administering an agent capable of

inhibiting the action of Interleukin 11 (IL-11) to the subject in order to provide a treatment
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for fibrosis in the subject or to prevent development or progression of fibrosis in the

subject.

SNPs that may be determined include one or more of the SNPs listed in Figure 33, Figure
34, or Figure 35. In some embodiments the method may comprise determining one or
more of the SNPs listed in Figure 33. In some embodiments the method may comprise
determining one or more of the SNPs listed in Figure 34. In some embodiments the
method may comprise determining one or more of the SNPs listed in Figure 35. SNPs

may be selected for determination as having a low P value or FDR (false discovery rate).

In some embodiments SNPs are selected as being good predictors of response to anti-IL-
11 treatment based on regulation of VSTstim in frans (Figures 33). In some embodiments
a method may comprise determining which allele is present for one or more of the
following SNPs: rs10831850, rs4756936, rs6485827, rs7120273, and rs895468. In some
embodiments SNPs are selected as being good predictors of response to anti-I1L-11

treatment based on regulation VSTstim-VSTunstim in cis (Figure 34).

In some embodiments SNPs are selected as being good predictors of response to anti-IL-
11 treatment based on regulation VSTstim-VSTunstim in frans (Figure 35). In some
embodiments a method may comprise determining which allele is present for one or more
of the following SNPs: rs7120273, rs10831850, rs4756936, rs6485827 (Figure 35).

SNPs: rs7120273, rs10831850, rs4756936, rs6485827 are in high linkage disequilibrium
(LD) with one another on chromosome 11 (in a so-called LD block), and are therefore

very commonly co-inherited.

The square of the correlation of gene frequencies (r?) reflects the degree of linkage
disequilibrium (LD) between two SNPs. As a result of LD between SNPs in local and
therefore co-inherited regions of the genome, the genotype of a given SNP can be
inferred by determining the genotype of a tagging/proxy SNP. The threshold of LD used in
the art to identify pairwise tagging/proxy SNPs is an r? value of 0.8 (Wang et al. 2005,
Nat. Rev. Genet. 6(2): 109-18; Barrett et al. 2006, Nat Genet., 38 (6): 659-662). The
genotype of a given SNP can therefore be inferred by determining the genotype of a
tagging/proxy SNP in linkage disequilibrium with an 2 value = 0.8.
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The nucleotide sequence of SNPs is indicated using the “rs” number. The full sequence
is available from the National Center for biotechnology Information (NCBI) database of
single nucleotide polymorphisms (dbSNP) accessible at:

https://www.ncbi.nlm.nih.gov/snp.

Methods of diagnosis or prognosis may be performed in vitro on a sample obtained from
a subject, or following processing of a sample obtained from a subject. Once the sample
is collected, the patient is not required to be present for the in vitro method of diagnosis or
prognosis to be performed and therefore the method may be one which is not practised

on the human or animal body.

Other diagnostic or prognostic tests may be used in conjunction with those described
here to enhance the accuracy of the diagnosis or prognosis or to confirm a result

obtained by using the tests described here.

Methods according to the present invention may be performed, or products may be
present, in vitro, ex vivo, or in vivo. The term “in vitro” is intended to encompass
experiments with materials, biological substances, cells and/or tissues in laboratory
conditions or in culture whereas the term “in vivo” is intended to encompass experiments
and procedures with intact multi-cellular organisms. “Ex vivo” refers to something present
or taking place outside an organism, e.g. outside the human or animal body, which may

be on tissue (e.g. whole organs) or cells taken from the organism.

The invention includes the combination of the aspects and preferred features described

except where such a combination is clearly impermissible or expressly avoided.

The section headings used herein are for organizational purposes only and are not to be

construed as limiting the subject matter described.

Aspects and embodiments of the present invention will now be illustrated, by way of
example, with reference to the accompanying figures. Further aspects and embodiments
will be apparent to those skilled in the art. All documents mentioned in this text are

incorporated herein by reference.

Throughout this specification, including the claims which follow, unless the context

requires otherwise, the word “comprise,” and variations such as “comprises” and

Ex. 2001 - Page1100



10

15

20

25

30

35

WO 2017/103108 PCT/EP2016/081430
50

“comprising,” will be understood to imply the inclusion of a stated integer or step or group
of integers or steps but not the exclusion of any other integer or step or group of integers

or steps.

It must be noted that, as used in the specification and the appended claims, the singular
forms “a,” “an,” and “the” include plural referents unless the context clearly dictates
otherwise. Ranges may be expressed herein as from “about” one particular value, and/or
to “about” another particular value. When such a range is expressed, another
embodiment includes from the one particular value and/or to the other particular value.
Similarly, when values are expressed as approximations, by the use of the antecedent

“about,” it will be understood that the particular value forms another embodiment.

Brief Description of the Figures

Embodiments and experiments illustrating the principles of the invention will now be

discussed with reference to the accompanying figures in which:

Figure 1. TGFB1 stimulation upregulates IL-11 in fibroblasts. Primary fibroblasts
were derived from human atrial tissue of 80 individuals and incubated for 24h with and
without TGFB1 (5ng/ml). (a) Chart showing IL-11 was the most upregulated gene in
TGFB1 stimulated fibroblasts compared to 11,433 expressed genes (FPKM = 0.5). (b)
Chart showing IL-11 expression significantly increased more than 8-fold on average after
fibroblast activation with TGFB1 (FDR = 9.1x107%). (c) Chart showing RT-gPCR
confirmed IL-11 RNA expression-based fold changes (TGFB1+ / TGFB1-; R?=0.94) and
(d) Chart showing ELISA detected a significant increase in IL-11 protein secreted by

stimulated fibroblasts.

Figure 2. Human atrial fibroblasts were incubated either with 5 ng/ml TGFB1 or 5
ng/ml IL-11 for 24 hours. Charts show cell staining for (a) a-SMA (myofibroblasts), (b)
EdU (proliferation), (c) collagen and (d) periostin to identify myofibroblasts and highly
proliferative cells and to quantify the production of extracellular matrix proteins. IL-11 was
found to increase the myofibroblast ratio and induce the production of collagen and
periostin at a similar rate as TGFB1 signaling. This experiment was repeated a number of

times with similar results.
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Figure 3. Inhibition of IL-11 with a neutralizing antibody prevents TGFB1-induced
fibrosis. Human atrial fibroblasts were stimulated with TGFB1 (5ng/ml), TGFB31 and an
antibody against IL-11 or TGFB1 and an isotype control. Charts and photographs show
cell stained after 24 hours for (a) a-SMA, (b) EdU, (c) collagen and (d) periostin to identify
myofibroblasts and highly proliferative cells and to quantify the production of extracellular
matrix proteins. Fluorescence was quantified on the Operetta platform for up to 21 fields
per condition. This experiment was repeated with fibroblasts derived from different
individuals with similar results. In the presence of an antibody blocking IL-11, TGFB1-
stimulated fibroblasts have a decreased ratio of myofibroblasts, are less proliferative and
express less collagen and periostin compared to control cells. This shows that IL-11 is an
essential component of TGFB1 signaling pathway acting in an autocrine and/or paracrine
feed forward fashion and its inhibition reduces the pro-fibrotic effects of this key regulator

of fibrosis in humans.

Figure 4. TGFB1 stimulation upregulates IL-11 in fibroblasts. Primary fibroblasts
were derived from human atrial tissue of 80 individuals and incubated for 24h with and
without TGFB1 (5ng/ml). (a) Chart showing IL-11 was the most upregulated RNA
transcript in TGFB1 stimulated fibroblasts compared to 11,433 expressed genes (FPKM =
0.5) across the genome as assessed by global transcriptome profiling. (b) Chart showing
IL-11 expression in non-stimulated (TGF-8 -) and stimulated (TGF-B +) primary human
fibroblasts compared to all human tissues as assessed by the GTEX project (Consortium,
Gte. Human genomics. The Genotype-Tissue Expression (GTEX) pilot analysis:
multitissue gene regulation in humans. Science (New York, N.Y.) 348, (2015)) reveals
high specificity of elevated IL-11 levels to fibroblasts and specifically activated fibroblasts,
the signature of which is not appreciated at the level of the whole organ that contains

multiple cell types and few, IL11-expressing, fibroblasts.

Figure 5. IL-11 acts as an autocrine factor on fibroblasts and induces its own
expression via translational regulation alone. Primary fibroblasts were stimulated with
TGF-B for 24 hours. (a) Chart showing IL-11 RNA expression increased significantly
(FDR = 9.1x107'?) more than 8-fold on average across 80 individuals. (b) Chart showing
results of an ELISA assay confirming a significant increase in IL-11 protein secreted by
stimulated fibroblasts (t-test). (¢) Chart showing incubation of primary fibroblasts with IL-
11 does not increase IL-11 RNA levels (RT-gPCR). (d) Chart showing incubation of
primary fibroblasts with IL-11 induces IL-11 protein secretion significantly (Dunnett) as
detected by ELISA. Adjusted P-values are given as **** P < 0.0001.
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Figure 6. IL-11 drives proliferation and activation of fibroblasts as well as
extracellular matrix production and is required for the TGFB1-mediated fibrotic response.
Cardiac fibroblasts derived from 3 individuals were incubated for 24h with TGFB1 (5
ng/ml), IL-11 (5 ng/ml) or TGFB1 and a neutralizing IL-11/control antibody. Charts and
photographs show results of cell staining following incubation for (a) a-SMA content to
estimate the fraction of myofibroblasts, (b) EAU to track actively proliferating cells (c)
Periostin to estimate ECM production. Fluorescence was measured with the Operetta
platform for 14 fields across 2 wells for each patient. Charts also show the secretion of
fibrosis markers IL-6 (d), TIMP1 (e) and MMP2 (f) as assessed via ELISA. Fluorescence
was normalized to the control group without stimulation and the mean with standard
deviation is plotted. IL-11 induces a fibrotic response at similar levels as TGF31 and
inhibition of IL-11 rescues the TGFB1 phenotype on the protein level. Adjusted P-values
are given as * P < 0.05, ** P < 0.01, *™* P < 0.001 or **** P < 0.0001 of experimental
groups compared to unstimulated cells (Dunnett). Outliers were removed (ROUT, Q =
2%).

Figure 7. IL-11 promotes collagen protein synthesis and stalls the pro-fibrotic effect
of TGFB1 at the RNA level. Cardiac fibroblasts derived from 3 individuals were incubated
for 24h with TGFB1 (5 ng/ml), IL-11 (5 ng/ml) or TGFB1 and a neutralizing IL-11 antibody.
Following incubation (a) Chart showing results following incubation of cell staining for
collagen using the Operetta assay; florescence was quantified as described above for
Figure 6, (b) Chart showing secreted collagen levels assessed with a Sirius Red staining
and (c) Chart showing collagen RNA levels measured by RT-gPCR. IL-11 induces a
fibrotic response at similar levels as TGFB1 only at the protein level. Higher expression of
Collagen RNA transcripts by TGFB1 did not lead to increased protein production if IL-11
was neutralized with an antibody. Adjusted P-values are given as * P < 0.05, ** P <
0.001 or **** P < 0.0001 of experimental groups compared to unstimulated cell control
group (Dunnett).

Figure 8. IL-11 is a fibrosis marker and activator across multiple tissues. Expression
of IL-11 can be induced by a diverse set of upstream pro-fibrotic stimulants in addition to
TGFB1. (a) Chart showing effect of TGF31 on IL-11 expression. (b) Chart showing ET-1
(Endothelin) upregulates IL-11 in hepatic and pulmonary fibroblasts; (c) Chart showing
PDGF (platelet derived growth factor) induces IL-11 expression in renal fibroblasts. 1L-11
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RNA levels were measured by RT-gPCR; adjusted P-values are given as * P < 0.05, ** P
< 0.01 or **** P < 0.0001 (Dunnett). To investigate the systemic effect of IL-11, saline only
(grey) or recombinant IL-11 (black) was injected 6 times a week in C57BL/6 mice
(200ug/kg). Collagen content in tissue was assessed with a hydroxyproline assay
(QuickZyme) on the protein level and the results are shown in chart (d). Tissues of
animals treated with rlL-11 have higher collagen protein content than controls (ANOVA;
p= 0.012). (e) Photographs of western blot showing aSMA levels are increased in the

kidney and heart of IL-11 treated mice, indicating the presence of myofibroblasts.

Figure 9. Diagram illustrating role of IL-11 as an essential regulator of the fibrotic
response. IL-11 is an essential regulator required for the fibrotic response. In response to
tissue damage or chronic inflammation, cytokines such as TGF@1, ET-1 or PDGF are
released to upregulate the transcription of fibrosis marker genes. The autocrine agent IL-
11 is then produced in response to these upstream stimuli to ensure efficient translation
of upregulated transcripts into functionally relevant proteins in a cell-specific manner.
Inhibition of IL-11 blocks the synthesis of key extracellular matrix and myofibroblast

proteins and prevents the pro-fibrotic action of a diverse set of upstream stimuli.

Figure 10. Inhibition of IL-11 stops collagen protein synthesis in response to pro-
fibrotic cytokines ANG2 (Angiotensin Il), PDGF and ET-1. Cardiac fibroblasts were
incubated for 24h with ANG2, PDGF or ET-1 and a neutralizing IL-11 antibody. Following
incubation cells were stained for collagen and florescence was quantified. These stimuli
induce a fibrotic response at similar levels to TGFB1. However, collagen expression is not
increased if IL-11 is neutralized with an antibody. P-values are given as: **** P < 0.0001
(t-test).

Figure 11. Nucleotide sequence of human IL-11, taken from Genbank accession
number gi|391353405|refilNM_000641.3 (Homo sapiens interleukin 11 (IL11), transcript
variant 1, Mrna) [SEQ ID NO:1]. Underlined sequence encodes IL-11 mRNA. Shaded
sequences were used for design of IL-11 knockdown siRNA and are shown separately as
SEQ ID NOs 2to 5. SEQ ID NOs 3 and 4 overlap with each other within SEQ ID NO:1.

Figure 12. Nucleotide sequence of human IL-11Ra, taken from Genbank
accession number gi|975336|gb|U32324.1|HSU32324 (Human interleukin-11 receptor
alpha chain mRNA, complete cds) [SEQ ID NO:6]. Underlined sequence encodes IL-
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11Ra mRNA. Shaded sequences were used for design of IL-11Ra knockdown siRNA
and are shown separately as SEQ ID NOs 7 to 10.

Figure 13. Table showing siRNA sequences [SEQ ID NOs 11 to 14] for
knockdown of IL-11.

Figure 14. Table showing siRNA sequences [SEQ ID NOs 15 to 18] for
knockdown of IL-11Ra.

Figure 15. Chart showing siRNA knockdown of IL-11Ra in HEK cells.

Figure 16. Graph showing read depth for whole transcriptome sequencing of human

atrial fibroblasts from 160 individuals with and without stimulation with TGF(1.

Figure 17. Graphs showing expression of endothelial, cardiomyocyte and fibroblast
marker genes as determined by RNA-seq of the tissue of origin (human atrial tissues
samples, n=8) and primary, unstimulated fibroblast cultures. (A) PECAM1, (B) MYH6 (C)
TNNT2, (D) COL1A2, and (E) ACTA2.

Figure 18. Graphs showing upregulation of IL-11 expression in fibroblasts in response
to stimulation with TGF@1. (A and B) Graphs showing fold change in gene expression in
fibrosis; IL-11 is the most upregulated gene in response to TGF31 treatment. (C) IL-11
secretion by fibroblasts in response to stimulation with TGF@1. (D) Comparison of IL-11
gene expression in tissues of healthy individuals and in atrial fibroblasts, with or without
TGFB1 stimulation. (E) Correspondence of fold change in IL-11 expression as determined
by RNA-seq vs. gPCR.

Figure 19. Graphs showing induction of IL-11 secretion in primary fibroblasts by
various profibrotic cytokines, as determined by ELISA. (A) TGFB1, ET-1, Angll, PDGF,
OSM and IL-13 induce IL-11 secretion, and IL-11 also induces IL-11 expression in a
positive feedback loop. (B) Graph showing that the ELISA only detects native IL-11
secreted from cells, and does not detect recombinant IL-11 used for the IL-11 stimulation
condition. (C) and (D) Cells were stimulated with recombinant IL-11, IL-11 RNA was
measured and the native IL-11 protein level was measured in the cell culture supernatant

by ELISA at the indicated time points.
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Figure 20. Graphs and images showing myofibroblast generation from, and
production of ECM and cytokine expression by, atrial fibroblasts in response to
stimulation with TGFB1 or IL-11. (A) myofibroblast generation and ECM production by
primary atrial fibroblasts following stimulation with TGFB1 or IL-11, as measured by
fluorescence microscopy following staining for a a-SMA, collagen or periostin. (B)
Collagen content of cell culture supernatant as determined by Sirius Red staining.
Secretion of the fibrosis markers (C) IL-6, (D) TIMP1 and (E) MMP2 as measured by
ELISA. (F) Activation of murine fibroblasts by stimulation with human or mouse
recombinant IL-11. * P < 0.05, ** P < 0.01, *** P < 0.001, **** P < 0.0001 [Mean * SD,
Dunnett].

Figure 21. Graphs showing the profibrotic effect of IL-11. (A) Mouse fibroblasts from
different tissues of origin can be activated by IL-11 and display increased ECM
production. [Mean + SD, Dunnett]. Injection of mice with recombinant IL-11 or AnglI
results in (B) an increase in organ weight [Mean + SEM], and (C) an increase in collagen
content (as determined by HPA assay). * P <0.05, ** P <0.01, *** P < 0.001, **** P <
0.0001 [Mean = SD, Dunnett].

Figure 22. Graphs and images showing that IL-11 is required the pro-fibrotic effects of
TGFB1 on fibroblasts. (A) myofibroblast generation and ECM production by primary atrial
fibroblasts, with or without stimulation with TGF31, and in the presence/absence of
neutralising anti-IL-11 antibody or isotype control IgG, as measured by fluorescence
microscopy following staining for (A) a-SMA, (B) EdU or (C) Periostin. (D to F) Secretion
of the fibrosis markers (D) IL-6, (E) TIMP1, and (F) MMP2 was analysed by ELISA.
Fluorescence was normalized to the control group without stimulation. [Mean + SD,
Dunnett] * P < 0.05, ** P < 0.01, *™* P < 0.001 or *** P < 0.0001.

Figure 23. Graphs and images showing the effect of neutralisation of IL-11 on
collagen production triggered by TGFB1. Collagen production by cardiac fibroblasts with
or without stimulation with TGFB1, and in the presence/absence of neutralising anti-1L-11
antibody or isotype control IgG, as determined by (A) Operetta assay or (B) Sirius Red
staining. [Mean = SD, Dunnett] * P < 0.05, ** P < 0.01, *** P < 0.001 or **** P < 0.0001.

Figure 24. Graphs showing the ability of various IL-11 and IL-11Ra antagonists to

inhibit fibrosis. Human atrial fibroblasts were treated with neutralizing antibody against IL-

11, neutralizing antibody against IL-11Ra, decoy IL-11 receptor molecule that binds to IL-
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11, siRNA that downregulates IL-11 expression or siRNA that downregulates IL-11RA
expression and the effect on the TGFB1-driven pro-fibrotic response in fibroblasts in vitro
was analysed. [Mean = SD, Dunnett] * P < 0.05, ** P <0.01, ** P < 0.001 or **** P <
0.0001.

Figure 25. Bar charts showing the response of fibroblasts from IL-11-RA knockout
mice to pro-fibrotic treatment. Fibroblasts derived from IL-11RA WT (+/+), Heterozygous
(+/-) and Homozygous null (-/-) mice were incubated for 24h with TGF31, IL-11 or Angl|
(5 ng/ml). (A) Percentage of myofibroblasts as determined by analysis aSMA content, (B)
Percentage proliferating cells as determined by staining for EdU, (C) Collagen content

and (D) ECM production as measured by detection of periostin [Mean + SD].

Figure 26. Graphs showing the effect of IL-11 neutralisation on fibrosis in response to
various pro-fibrotic stimuli. Fibroblasts were cultured in vitro in the presence/absence of
various different pro-fibrotic factors, and in the presence/absence of neutralising anti-IL-
11 antibody or pan anti-TGFB antibody (A) Collagen production and (B) myofibroblast
generation as determined by analysis of aSMA expression. [Mean £ SD, Dunnett] * P <
0.05, ** P < 0.01, ** P < 0.001 or **** P < 0.0001.

Figure 27. Bar charts showing expression of markers of fibrosis in the atrium and
heart of WT and IL-11RA (-/-) animals following treatment with Angll treatment. (A)
Collagen content, as measured by hydroxyproline assay. (B) Collagen (Col1A2)
expression. (C) aSMA (ACTAZ2) expression. (D) Fibronectin (Fn1) expression.

Figure 28. Graphs showing the effect of IL-11RA knockout on folate-induced kidney

fibrosis as measured by collagen content in kidney tissue.

Figure 29. Schematics of the experimental procedures for analysing fibrosis in (A)

lung, (B) skin and (C) eye for IL-11RA -/- mice as compared to IL-11RA +/+ mice.

Figure 30. Scatterplots showing fold change in gene expression. (A) Fold changes in
gene expression in fibroblasts following stimulation with TGF@1, IL-11 or TGFB1 and IL-
11. (B) Fold changes in gene expression in fibroblasts obtained from IL-11RA+/+ and IL-
11RA-/- mice following stimulation with TGF31.
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Figure 31. Photographs showing the effect of IL-11RA knockout on wound healing
and fibrosis in the eye following trabeculectomy (filtration surgery). (A) Eye sections of IL-
11RA+/+ (WT) and IL-11RA-/- (KO) animals 7 days after filtration surgery. (B) Maturation
of collagen fibres as evaluated by picro-sirius red/polarization light technique (Szendréi et
al. 1984, Acta Morphol Hung 32, 47-55); more fibrosis is observed in WT mice than KO

mice.

Figure 32. Graphs showing the effect of decoy IL-11 receptors on fibrosis in response
to stimulation with TGFB1. Fibroblasts were cultured in vitro in the presence/absence of
TGFB1 (5 ng/ml), in the presence or absence of (A) D11R1 (Decoy Receptor 50aa
Linker) or (B) D11R2 (Decoy Receptor 33aa Linker), at various different concentrations.
Myofibroblast generation after 24 hours (i.e. the percentage of activated fibroblasts) was

determined by analysis of aSMA expression.

Figure 33. Table showing SNPs regulation of IL-11 VSTsum in frans.

Figure 34. Table showing SNPs regulation of IL-11 VSTstim — VST unstim in CiS.

Figure 35. Table showing SNPs regulation of IL-11 VSTstim — VST unstim in frans.

Figures 36A, 36B, 36C and 36D Charts showing regulation of IL-11 response by local
SNPs. The RNA of unstimulated and stimulated (TGFB1, 5ng/ml, 24h) fibroblasts derived
from 69 genotyped individuals was sequenced. Samples were grouped according to

genotype and the increase in IL-11 expression (VSTstim-VSTunstim) Was compared between

groups with 0, 1 or 2 minor alleles.

Figure 37. Charts showing regulation of IL-11 response by distant SNPs. The

RNA of unstimulated and stimulated (TGFB1, 5ng/ml, 24h) fibroblasts derived from 69
genotyped individuals was sequenced. Samples were grouped according to genotype
and the increase in IL11 expression (VSTsim-VSTunstim) Was compared between groups

with 0, or 1 minor allele.

Figures 38A, 38B, 38C and 38D. Graphs showing that IL-11 is required the pro-fibrotic
effects of TGFB1 in liver fibroblasts. Activation and proliferation of primary human liver
fibroblasts, with or without stimulation with TGF31, and in the presence/absence of

neutralising anti-IL-11 antibody or isotype control IgG, as measured by analysis of the
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proportion of (A) a-SMA positive cells, (B) EdU positive cells, (C) Collagen positive cells
and (D) Periostin positive cells as compared to the unstimulated cells (Baseline). [Mean %
SD, Dunnett] * P < 0.05, ** P < 0.01, *** P < 0.001 or **** P < 0.0001.

Figure 39. Bar chart showing that IL-11 is required for the pro-fibrotic effects of
TGFB1 in skin fibroblasts. Activation of mouse skin fibroblasts, with or without stimulation
with TGFB1, and in the presence/absence of neutralising anti-IL-11 antibody, as

measured by analysis of the percentage of a-SMA positive cells (activated fibroblasts).

Figure 40. Bar chart showing lung fibroblast cell migration with and without IL-11
signalling. Migration of lung fibroblasts from IL-11RA+/+ (WT) and IL-11RA-/- (KO)
animals was analysed in an in vitro scratch assay without stimulus, or in the presence of
TGFB1 or IL-11.

Examples

Example 1

The fibrotic response is characterized by widespread molecular changes in activated
resident fibroblasts. To establish the role of IL-11 as a key marker of this transition we
assessed and ranked global RNA expression differences in atrial fibroblasts derived from
80 individuals before and 24 hours after Transforming growth factor beta-1 (TGF(31)
activation. We cultured primary fibroblasts derived from the atrium of 80 individuals who
were undergoing cardiac surgery for coronary artery disease. Fibroblasts were studied ex
vivo at baseline and following stimulation with TGFB1 (a powerful pro-fibrotic stimulus)
using genome-wide expression profiling (RNA-Seq) combined with phenotypic assays
and genotyping.

IL-11 expression was significantly induced in response to TGFB1 treatment with RNA
levels increasing as much 30x (> 8x on average). IL-11 expression was higher than
expression of all other individual genes (Figures 1a,b), meaning that of the ~11,500
genes expressed in fibroblasts IL-11 is the most markedly upregulated. This upregulation
IL-11 was confirmed with RT-qPCR as well as ELISA experiments (Figures 1¢,d),
indicating increased production and release of IL-11 protein in activated fibroblasts is the

main drivers of fibrosis.
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To assess whether IL-11 acts as an autocrine signaling factor that drives fibrosis, we
incubated non-stimulated atrial fibroblasts with recombinant IL-11 and monitored cell
proliferation, myofibroblast generation as well as collagen and periostin expression at the
protein level. We observed an increase in collagen production, cell proliferation and
periostin expression at levels similar to those induced by the TGFB1 signaling pathway.

IL-11 activated fibroblasts also differentiated into a-SMA+ myofibroblasts (Figure 2).

In addition to its pro-fibrotic function, IL-11 was also found to play a critical role in the
TGFB1 induced fibrotic response itself. Inhibition of IL-11 with a neutralising anti- human
IL-11 monoclonal antibody (Monoclonal Mouse IgG2a; Clone #22626; Catalog No.
MAB218; R&D Systems, MN, USA) reduced the activation of fibroblasts through TGFB1.
Cells incubated with TGFB1 did not generate more extracellular matrix proteins when the

IL-11 antibody was present (Figure 3).

We showed that IL-11 neutralizing antibodies prevent TGFB1-induced fibroblast

activation.

Example 2

Inflammation and tissue damage stimulates a dynamic process that involves the
recruitment, proliferation and activation of fibroblasts to generate extracellular matrix and
initiate wound healing and scarring. This fibrotic response is characterized by widespread
molecular changes in activated resident fibroblasts that can be induced by TGFB1, a

multifunctional cytokine that is released by local and infiltrating cells.

To identify key markers of this transition we assessed and ranked global RNA expression
differences via transcriptome sequencing in atrial fibroblasts derived from 80 individuals
before and 24 hours after TGFB1 treatment. As discussed in Example 1, IL-11 expression
was significantly upregulated in activated fibroblasts and we showed for the first time that
the IL-11 transcriptional response is higher than the transcriptional response of all other
individual genes regulated in fibrosis (Figure 4a). Comparison of the IL-11 expression
level in our model system to various human tissues indicated that high IL-11 levels were
also very specific for the fibrotic response (Figure 4b), making it an ideal marker to

assess the extent of fibrosis in the human body.
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To further assess whether IL-11 acts as an autocrine signaling factor that drives fibrosis,
we confirmed that an upregulation of IL-11 RNA (Figure 5a) lead to an increase in IL-11
secretion (Figure 5b) from atrial fibroblasts. Incubation of fibroblasts with I1L-11 did not
increase IL-11 RNA expression (Figure 5c¢), but lead to an increase in IL-11 secretion
from the cells (Figure 5d). This shows that IL-11 is having an autocrine effect on

fibroblasts that regulates the production of IL-11 protein at the translational level.

We then incubated atrial fibroblasts with TGF31, recombinant IL-11 or TGFB31 and a
neutralising anti- human IL-11 monoclonal antibody (Monoclonal Mouse IgGza; Clone
#22626; Catalog No. MAB218; R&D Systems, MN, USA) and monitored cell proliferation,
myofibroblast generation as well as periostin expression at the protein level. We observed
an increase in activated fibroblasts (aSMA-positive cells), periostin production and cell
proliferation at a similar level for both TGF31 and IL-11 stimulated fibroblasts. In addition
to its pro-fibrotic function, IL-11 was also found to play a critical role in the TGFB1 fibrosis
itself. The pro-fibrotic effect of TGFB1 was inhibited when we neutralized IL-11 with the
antibody (Figures 6a-c). The same pattern was observed when we monitored the
secretion of fibrosis markers such as IL6, MMP2 and TIMP1 (Figures 6d-f).

We then monitored the deposition of collagen, the pathognomonic hallmark of the fibrotic
response, using a number of assays across several regulatory levels of gene expression.
TGFB1 was found to increase intracellular collagen (Figure 7a), secreted collagen (Figure
7b) as well as collagen RNA levels (Figure 7c¢) as expected. The response to IL-11 was
only observed at the protein level (Figure 7a,b) and not on the RNA level (Figure 7c).
Stimulation with TGFB1 in parallel to inhibiting IL-11 led to an increase in collagen RNA

but this TGFB1-driven effect was not forwarded to the protein level.

To establish further the central role of IL-11 in fibrosis downstream of multiple pro-fibrotic
stimuli, we assessed IL-11 expression across fibroblast populations derived from four
different tissues in response to TGFB1 (Figure 8a), ET-1, (Figure 8b) and PDGF (Figure
8c). We also administered recombinant IL-11 systemically to C57BL/6 mice and
monitored collagen and aSMA expression. Collagen production was increased across
kidney, heart and liver (Figure 8d) and we also detected more activated fibroblasts in the

heart and kidney, indicated by higher aSMA protein levels (Figure 8e).
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Our findings demonstrate a novel and central role for IL-11 in fibrosis and, most
importantly, show that IL-11 is downstream of the key pro-fibrotic stimuli across several
tissues. These results show that IL-11 is required for TGF31 to proceed from
transcriptional regulation to protein translation. Inhibition of IL-11 stalls the pro-fibrotic
effect of TGFB1 on the transcriptome (Figure 9).

Example 3: Anti-IL-11 antibodies inhibit pro-fibrotic stimuli

In experiments similar to those described in respect of Figure 3c, atrial fibroblasts were
exposed to other pro-fibrotic stimuli in the form of angiotensin Il (ANG 2), platelet-derived
growth factor (PDGF) and endothelin 1 (ET-1), and collagen production was measured.

In addition to induction of IL-11 mRNA expression, each of ANG2, PDGF and ET-1
induced IL-11 protein expression. Inhibition of IL-11 with a neutralising anti- human IL-11
monoclonal antibody (Monoclonal Mouse 1gGza; Clone #22626; Catalog No. MAB218;
R&D Systems, MN, USA) blocked the pro-fibrotic effect of each of these pro-fibrotic
stimuli (Figure 10) indicating IL-11 to be the central effector of the major pro-fibrotic
stimuli (TGFB1, ANG2, PDGF and ET-1).

Example 4: IL-11R knockdown

HEK cells were transfected (24h) with non-targeting (NT) siRNA or one of four different
siRNAs against the IL11RA1 receptor (siRNAs 5-8; Figure 14; SEQ ID NOs 15 to 18).
RNA was extracted and assayed for IL11RA1 mRNA expression by qPCR. Data are
shown in Figure 15 as mRNA expression levels relative to the control (NT).

Example 5: A role for IL-11 in fibrosis

5.1 1L-11 is upregulated in fibrosis

To understand the molecular processes underlying the transition of fibroblasts to
activated myofibroblasts, atrial tissue was obtained from more than 200 patients that
underwent cardiac bypass surgery at the National Heart Centre Singapore. Cells were
cultured in vitro at low passage (passage <4), and either not stimulated or stimulated with
TGFB1 for 24h. We subsequently performed high-throughput RNA sequencing (RNA-seq)
analysis of unstimulated fibroblasts and cells stimulated with the prototypic pro-fibrotic
stimulus TGFB1 across 160 individuals; average read depth was ~70M reads per sample
(paired-end 100bp; Figure 16).
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To ensure the purity of the atrial fibroblast cell cultures, we analysed expression of
endothelial cell, cardiomyocyte and fibroblast cell type marker genes from the atrium (Hsu
et al., 2012 Circulation Cardiovasc Genetics 5, 327-335) in the RNA-seq dataset.

The results are shown in Figures 17A to 17E, and confirm the purity of the atrial fibroblast

cultures.

Gene expression was assessed by RNA-seq of the tissue of origin (human atrial tissues
samples, n=8) and primary, unstimulated fibroblast cultures. No/very low expression of
the endothelial cell marker PECAM1 (Figure 17A), and the cardiomyocyte markers MYH6
(Figure 17B) and TNNT2 (Figure 17C) was detected in the fibroblast cell culture samples.
Markers for fibroblasts COL1A2 (Figure 17D) and ACTAZ2 (Figure 17E) were highly
expressed compared to the tissue of origin.

Next, the RNA-seq data was analysed to identify genes whose expression was increased
or decreased upon stimulation with TGF(31, and this information was integrated with the
large RNA-seq dataset across 35+ human tissues provided by the GTEXx project (The
GTEx Consortium, 2015 Science 348, 648—-660). This enabled the identification of gene

expression signatures that were specific to the fibroblast-myofibroblast transition.

The results are shown in Figures 18A to 18E. Across the 10000+ genes expressed in the
fibroblasts, IL-11 was the most strongly upregulated gene in response to stimulation with
TGFB1, and on average across the 160 individuals was upregulated more than 10-fold
(Figure 18A).

Upregulation of IL-11 expression was confirmed by ELISA analysis of the cell culture
supernatant of TGFB1 stimulated fibroblasts (Figure 18C). As compared to the level of
expression level of IL-11 in other tissues of healthy individuals, this response was
observed to be highly specific to activated fibroblasts (Figure 18D). Various fold changes

of IL-11 RNA expression were also confirmed by qPCR analysis (Figure 18E).

Next, fibroblasts were cultured in vitro and stimulated with several other known pro-
fibrotic factors: ET-1, ANGII, PDGF, OSM and IL-13, and also with human recombinant
IL-11. For analysing upregulation of IL-11 produced in response to stimulation with IL-11,
it was confirmed that the ELISA was only able to detect native IL-11 secreted from cells

and does not detect recombinant IL-11 used for the stimulations (Figure 19B).
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The results are shown in Figure 19A. Each factor was found to significantly induce IL-11
secretion from fibroblasts. IL-11 is shown to act in an autocrine loop in fibroblasts, which
can result in an upregulation of IL-11 protein as much as 100-fold after 72 hours (Figure
19D).

Interestingly, this autocrine loop for IL-11 is similar to the autocrine production of IL-6. IL-
6 is from the same cytokine family and also signals via the gp130 receptor (Garbers and
Scheller, 2013 Biol Chem 394, 1145-1161), which is proposed to ensure the continued
survival and growth of lung and breast cancer cells (Grivennikov and Karin, 2008 Cancer
Cell 13, 7-9).

No increase in IL-11 RNA level was detected in response to stimulation with IL-11 (Figure
19D). Unlike TGFB1, which increases IL-11 expression at both the RNA and protein level,
therefore IL-11 seems to upregulate IL-11 expression only at the post-transcriptional

level.

5.2 IL-11 has a profibrotic role in fibrosis of heart tissue

To explore whether the autocrine production of IL-11 is pro- or anti-fibrotic, fibroblasts
were cultured in vitro with recombinant IL-11, and the fraction of myofibroblasts (aSMA-

positive cells) and extracellular matrix production was analysed.

The expression of aSMA, collagen and periostin was monitored with the Operetta High-
Content Imaging System in an automated, high-throughput fashion. In parallel, secretion
of fibrosis marker proteins such as MMP2, TIMP1 and IL-6 was analysed by ELISA

assays, and the levels of collagen were confirmed by calorimetric Sirius Red analysis of

the cell culture supernatant.

Briefly, atrial fibroblasts derived from 3 individuals were incubated in 2 wells each for 24h
without stimulation, with TGFB1 (5 ng/ml), or with IL-11 (5 ng/ml). Following incubation,
cells were stained to analyse a-SMA content to estimate the fraction of myofibroblasts,
and for collagen and periostin to estimate ECM production. Fluorescence was measured
in 7 fields per well. The supernatant of 2 wells per individual was also assessed for
collagen content by Sirius Red staining. The signal was normalized to the control group
without stimulation. Secretion of the fibrosis markers IL-6, TIMP1 and MMP2 was
analysed via ELISA.
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The results are shown in Figures 20A to 20F. TGFB1 activated fibroblasts and increased
ECM production (Figure 20A). Unexpectedly, and in contrast with the anti-fibrotic role
described for IL-11 in heart tissue in the scientific literature, recombinant IL-11 caused an
increase in the fraction of myofibroblasts in fibroblast cultures, and also promoted the
production of extracellular matrix proteins collagen and periostin to the same extent as
TGFB1 (Figure 20A). Both of IL-11 and TGFB1 cytokines also significantly increased the
secretion of pro-fibrotic markers IL-6, TIMP1 and MMP2 (Figures 20B to 20E), and to a

similar level.

The inventors hypothesized that the contradiction between the present finding that IL-11

is profibrotic in heart tissue and the antifibrotic role described in the literature might be

related to the use of human IL-11 in rodents in those previous studies (Obana et al.,
2010, 2012; Stangou et al., 2011; Trepicchio and Dorner, 1998).

To investigate this hypothesis, serial dilutions of both human and mouse IL-11 were
performed, and the activation of human atrial fibroblasts was monitored (Figure 20F). No
activation of fibroblasts was observed at low concentrations of human IL-11 on mouse
cells, suggesting that previous insights into IL-11 function may in part be due to IL-11-

non-specific observations.

5.3 IL-11 has a profibrotic role in fibrosis of a variety of tissues

To test whether the profibrotic action of IL-11 was specific to atrial fibroblasts, human
fibroblasts derived from several different tissues (heart, lung, skin, kidney and liver) were
cultured in vitro, stimulated with human IL-11, and fibroblast activation and ECM
production was analysed as described above. Increased fibroblast activation and
production of ECM was observed as compared to non-stimulated cultures in fibroblasts

derived from each of the tissues analysed.

5.3.1 Liver fibrosis
To test whether IL-11 signalling is important in liver fibrosis, human primary liver

fibroblasts (Cell Biologics, Cat#: H-6019) were cultured at low passage in wells of 96-well
plates and either not stimulated, stimulated with TGFB1 (5ng/ml, 24h), IL-11 (5 ng/ml,
24h) or incubated with both TGFB1 (5 ng/ml) and a neutralising IL-11 antibody (2 pg/ml),
or TGFB1 (5 ng/ml) and an Isotype control antibody. Fibroblast activation (aSMA positive
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cells), cell proliferation (EdU positive cells) and ECM production (periostin and collagen)

was analysed using the Operetta platform.

The results of the experiments with primary human liver fibroblasts are shown in Figures
38A to 38D. IL-11 was found to activate liver fibroblasts, and IL-11 signalling was found to
be necessary for the profibrotic action of TGFB1 in liver fibroblasts. Both activation and

proliferation of fibroblasts was inhibited by neutralising anti-IL-11 antibody.

5.3.2 Skin fibrosis
To test whether IL-11 signalling is important in skin fibrosis, primary mouse skin

fibroblasts were cultured at low passage in wells of 96-well plates and either not
stimulated, stimulated with TGFB1 (5ng/ml, 24h) or incubated for 24h with both TGFB1 (5
ng/ml) and a neutralising IL-11 antibody (2 ug/ml). Fibroblast activation (aSMA positive

cells) was then analysed using the Operetta platform.

The results are shown in Figure 39. TGFB1-mediated activation of skin fibroblasts was

inhibited by neutralising anti-IL-11 antibody.

5.3.3 Fibrosis in multiple organs

Next, mouse recombinant IL-11 was injected (100ug/kg, 3 days/week, 28 days) into mice

to test whether IL-11 can drive global tissue fibrosis in vivo.

The results are shown in Figure 21. Compared to injection of Angll (a cytokine that
causes an elevation in blood pressure and hypertrophy of the heart), IL-11 also increased
the heart weight but also kidney, lung and liver weight indexed to body weight (Figure
21B). Assessing collagen content in these issues by hydroxyproline assay revealed an
upregulation of collagen production in these tissues, indicating fibrosis as the likely cause
for the increase in organ weight (Figure 6C). Expression of fibrosis marker genes ACTAZ2
(= aSMA), Col1a1, Col3a1, Fn1, Mmp2 and Timp1 was also detected by qPCR analysis

of RNA isolated from heart, kidney, lung and liver tissues of these animals.

Example 6: Therapeutic potential of IL-11/IL-11R antagonism

6.1 Inhibition of the fibrotic response using neutralising antagonists of IL-11/I[L-11R

Next it was investigated whether the autocrine loop of IL-11 secretion was required for the
pro-fibrotic effect of TGFB1 on fibroblasts.
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IL-11 was inhibited using a commercially available neutralizing antibody (Monoclonal
Mouse IgG2A; Clone #22626; Catalog No. MAB218; R&D Systems, MN, USA).
Fibroblasts were treated with TGF31 in the presence or absence of the antibody, and
fibroblast activation, the proportion of proliferating cells and ECM production and markers

of the fibrotic response were measured.

Briefly, atrial fibroblasts derived from 3 individuals were incubated for 24h with TGFB1 (5
ng/ml) or TGFB1 in the presence of neutralising anti-IL-11 antibody or isotype control
antibody. Following incubation, cells were stained for aSMA to determine the fraction of
myofibroblasts, the proportion of proliferating cells was determined by analysing the cells
for EJU incorporation, and periostin was measured to determine ECM production.
Fluorescence was measured with the Operetta platform for 14 fields across 2 wells for
each individual. Secretion of the fibrosis markers IL-6, TIMP1 and MMP2 was also
analysed by ELISA. Fluorescence was normalized to the control group without

stimulation.

The results are shown in Figures 22A to 22F. IL-11 inhibition was found to ameliorate
TGFB1-induced fibrosis, and it was shown that IL-11 is essential for the pro-fibrotic effect
of TGFB1. Inhibition of IL-11 was found to ‘rescue’ the TGFB1 phenotype at the protein

level.

Collagen production was also analysed. Cardiac fibroblasts derived from 3 individuals
were incubated for 24h with TGFB1 (5 ng/ml) or TGFB1 and a neutralizing IL-11 antibody.
Following incubation the cells were stained for collagen using the Operetta assay and
florescence was quantified as described above. Secreted collagen levels in the cell

culture supernatant were assessed by Sirius Red staining.

The results are shown in Figures 23A and 23B, and confirm the anti-fibrotic effect of

inhibition of IL-11 using a neutralising antibody.

Next, the ability of several other IL-11/IL-11R antagonists to inhibit fibrosis was analysed
in vitro using the atrial fibroblast, TGFB1-induced myofibroblast transition assay described

herein above.

Briefly, human atrial fibroblasts cells were cultured in vitro, stimulated for 24h with TGF31

(5 ng/ml) or left unstimulated, in the presence/absence of: (i) neutralising anti-IL-11
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antibody, (ii) a IL-11RA-gp130 fusion protein (iii) neutralising anti-IL-11RA antibody, (iv)
treatment with siRNA directed against IL-11 or (v) treatment with siRNA directed against
IL-11RA. The proportion of activated fibroblasts (myofibroblasts) was analysed by

evaluating aSMA content as described above.

The results are shown in Figure 24. Each of the antagonists of IL-11/IL-11R signalling

was found to be able to abrogate TGFB31-mediated profibrotic response.

Example 7: In vivo confirmation of a profibrotic role for IL-11/IL-11R signalling

7.1 In vitro studies using cells derived from IL-11RA gene knock-out mice

All mice were bred and housed in the same room and provided food and water ad libitum.
Mice lacking functional alleles for IL-11Ra (IL-11RA1 KO mice) were on C57BI/6 genetic
background. Mice were of 9-11 weeks of age and the weight of animals did not differ

significantly.

To further confirm the anti-fibrotic effect of inhibition of IL-11/IL-11R signalling, primary
fibroblasts were generated from IL-11RA gene knock-out mice and incubated with
primary fibroblast cells harvested from IL-11RA+/+ (i.e. wildtype), IL-11RA+/- (i.e.
heterozygous knockout) and IL-11RA-/- (i.e. homozygous knockout) animals with TGF§31,
IL-11 or Angll. Activation and proliferation of fibroblasts and ECM production was

analysed.

Fibroblasts derived from IL-11RA+/+, IL-11RA+/- and IL-11RA-/- mice were incubated for
24 hours with TGFB1, IL-11 or Angll (5 ng/ml). Following incubation, cells were stained
for aSMA content to estimate the fraction of myofibroblasts, for EQU to identify the fraction
of proliferating cells, and for collagen and periostin to estimate ECM production.

Fluorescence was measured using the Operetta platform.

The results are shown in Figures 25A to 25D. IL-11RA-/- mice were found not to respond
to pro-fibrotic stimuli. These results suggested that IL-11 signalling is also required for

Angll-induced fibrosis.
Next, it was investigated whether this was also true for other pro-fibrotic cytokines.

Briefly, fibroblasts were cultured in vitro in the presence/absence of various different pro-

fibrotic factors (ANG2, ET-1 or PDGF), and in the presence/absence of neutralising anti-
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IL-11 antibody or pan anti-TGF3 antibody. After 24 hours, collagen production by the cells
was determined by analysis using the Operetta system as described above, and
myofibroblast generation was determined by analysis of aSMA expression as described

above.

The results are shown in Figures 26A and 26B. IL-11 was found to be required for fibrosis
downstream of various profibrotic stimuli, and was thus identified as a central mediator of

fibrosis induced by a variety of different profibrotic factors.

In a further experiment, the role of IL-11 signalling was investigated in lung fibrosis, using
an in vitro scratch assay of migration of lung fibroblasts. In response to pro-fibrotic stimuli,
fibroblasts are activated and migrate within the fibrotic niche in the body. The migration
rate of cells is a measure of cell-cell and cell-matrix interactions and a model for wound
healing in vivo (Liang et al., 2007; Nat Protoc. 2(2):329-33).

Fibroblasts derived from lung tissue from both wild type (WT) and also homozygous IL-
11RA (-/-) knockout mice were grown at low passage on a plastic surface until they
formed a uniform cell monolayer. A scratch was then created in the cell layer, and cell
migration close to the scratch was monitored, either in the absence of stimulation, or in
the presence of TGFB1 or IL-11. Images captured at images at the two time points of
immediately after creating the scratch and at 24h were used to determine the area
covered by cells, and the rate of migration was compared between WT and KO
fibroblasts. Cell migration (area in the scratch covered by cells after 24h) was normalized

to the migration rate of WT cells without stimulus.

The results are shown in Figure 40. Lung fibroblasts derived from WT mice were shown
to migrate faster in the presence of TGFB31 and IL-11, indicating a pro-fibrotic effect of
both cytokines in lung fibroblasts. Cells lacking IL-11 signalling derived from KO mice
migrated more slowly as compared to WT cells. They also did not migrate faster in the
presence of TGFB1. The scratch assay revealed that lung fibroblasts lacking IL-11
signalling have a decrease cell migration rate both in the presence of TGFB1 or IL-11,

and at baseline. Thus, inhibition of IL-11 signalling is anti-fibrotic in the lung.

7.2 Heart fibrosis
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The efficacy of IL-11 inhibition to treat fibrotic disorders was investigated in vivo. A mouse
model for cardiac fibrosis, in which fibrosis is induced by treatment with Angll, was used

to investigate whether IL-11RA -/- mice were protected from cardiac fibrosis.

Briefly, a pump was implanted, and wildtype (WT) IL-11RA(+/+) and knockout (KO) IL-
11RA(-/-) mice were treated with Angll (2mg/kg/day) for 28 days. At the end of the
experiment, collagen content was assessed in the atria of the mice using a calorimetric
hydroxyproline-based assay kit, and the level of RNA expression of the markers or
fibrosis Col1A2, aSMA (ACTAZ2) and fibronectin (Fn1) were analysed by qPCR.

The results are shown in Figures 27A to 27D. The IL-11RA-/- mice were found to be

protected from the profibrotic effects of Angll.

7.3 Kidney fibrosis
A mouse model for kidney fibrosis was established in wildtype (WT) IL-11RA(+/+) and

knockout (KO) IL-11RA(-/-) mice by intraperitoneal injection of folic acid (180mg/kg) in
vehicle (0.3M NaHCOz3); control mice were administered vehicle alone. Kidneys were
removed 28 days post-injection, weighed and either fixed in 10% neutral-buffered

formalin for Masson’s trichrome and Sirius staining or snap-frozen for collagen assay,

RNA, and protein studies.

Total RNA was extracted from the snap-frozen kidney using Trizol reagent (Invitrogen)
and Qiagen TissuelLyzer method followed by RNeasy column (Qiagen) purification. The
cDNA was prepared using iScriptTM cDNA synthesis kit, in which each reaction
contained 1ug of total RNA, as per the manufacturer’s instructions. Quantitative RT-PCR
gene expression analysis was performed on triplicate samples with either TagMan
(Applied Biosystems) or fast SYBR green (Qiagen) technology using StepOnePlusTM
(Applied Biosystem) over 40 cycles. Expression data were normalized to GAPDH mRNA
expression level and we used the 2-AACt method to calculate the fold-change. The snap-
frozen kidneys were subjected to acid hydrolysis by heating in 6M HCI at a concentration
of 50 mg/ml (95°C, 20 hours). The amount of total collagen in the hydrolysate was
quantified based on the colorimetric detection of hydroxyproline using Quickzyme Total

Collagen assay kit (Quickzyme Biosciences) as per the manufacturer’s instructions.

The results of the analysis are shown in Figure 28. Folate-induced kidney fibrosis is

shown to be dependent on IL-11 mediated signalling. A significant increase in collagen

Ex. 2001 - Page1120



10

15

20

25

30

WO 2017/103108 PCT/EP2016/081430
70

content in kidney tissue was observed in IL-11RA+/+ mice, indicative of kidney fibrosis.
No significant increase in collagen content was observed in IL-11RA -/- mice. Animals
deficient for IL-11 signalling had significantly less collagen deposition in kidneys after

toxic injury as compared to wild type animals.

7.4 Lung fibrosis

IL-11 is confirmed as a key mediator of fibrosis in the lung, skin and eye in further in vivo
models using the IL-11RA -/- knockout mice. Schematics of the experiments are shown in
Figures 29A to 29C.

To analyse pulmonary fibrosis, IL-11RA -/- mice and IL-11RA +/+ mice are treated by
intratracheal administration of bleomycin on day 0 to establish a fibrotic response in the
lung (pulmonary fibrosis). Fibrosis of the lung develops by 21 days, at which point
animals are sacrificed and analysed for differences in fibrosis markers between animals
with and without IL-11 signalling. IL-11RA -/- mice have a reduced fibrotic response in
lung tissue as compared to IL-11RA +/+ mice, as evidenced by reduced expression of

markers of fibrosis.

7.5 Skin fibrosis
To analyse fibrosis of the skin, IL-11RA -/- mice and IL-11RA +/+ mice are treated by

subcutaneous administration of bleomycin on day 0 to establish a fibrotic response in the
skin. Fibrosis of the skin develops by 28 days, at which point animals are sacrificed and
analysed for differences in fibrosis markers between animals with and without I1L-11
signalling. IL-11RA -/- mice have a reduced fibrotic response in skin tissue as compared

to IL-11RA +/+ mice, as evidenced by reduced expression of markers of fibrosis.

7.6 Eye fibrosis
To analyse fibrosis in the eye, IL-11RA -/- mice and IL-11RA +/+ mice undergo

trabeculectomy on day 0 to initiate a wound healing response in the eye. Fibrosis of the
eye develops within 7 days. The fibrotic response is measured and compared between
the IL-11RA -/- mice and IL-11RA +/+ mice. IL-11RA -/- mice have a reduced fibrotic
response in eye tissue as compared to IL-11RA +/+ mice, as evidenced by reduced

expression of markers of fibrosis.
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7.7 Other tissues

The effect of IL-11RA knockout on fibrosis is also analysed in mouse models of fibrosis

for other tissues, such as the liver, bowel, and is also analysed in a model relevant to
multiorgan (i.e. systemic) fibrosis. The fibrotic response is measured and compared
between the IL-11RA -/- mice and IL-11RA +/+ mice. IL-11RA -/- mice have a reduced
fibrotic response as compared to IL-11RA +/+ mice, as evidenced by reduced expression

of markers of fibrosis.

Example 8: Analysis of the molecular mechanisms underlying IL-11-mediated

induction of fibrosis

The canonical mode of action of IL-11 is thought to be regulation of RNA expression via
STAT3-mediated transcription (Zhu et al., 2015 PLoS ONE 10, e0126296), and also
through activation of ERK.

STATS3 activation is observed following stimulation with 1L-11. However, when fibroblasts
are incubated with TGFB1, only activation of the canonical SMAD pathway and ERK
pathways is seen, and activation of STAT3 is not observed, even in spite of the fact that
IL-11 is secreted in response to TGFB1. Only ERK activation is common to both TGF31
and IL-11 signal transduction.

Cross-talk between TGFB1 and IL-6 signalling has previously been described, wherein
TGFB1 blocks the activation of STAT3 by IL-6 (Walia et al., 2003 FASEB J. 17, 2130—
2132). Given the close relationship between IL-6 and [L-11, similar cross-talk may be

observed for IL-11 mediated signalling.

The inventors investigated by RNA-seq analysis whether regulation of RNA abundance
was the underlying mechanism for the increased expression of fibrosis marker proteins in
response to IL-11, which would suggest STATS3 as the underlying signalling pathway for
IL-11 mediated profibrotic processes. Fibroblasts were incubated for 24 hours either
without stimulus, or in the presence of TGFB1, IL-11 or TGFB31 and IL-11.

The results are shown in Figure 30A. TGFB1 induced the expression of collagen, ACTAZ2
(aSMA) and other fibrosis marker at the RNA level. However, [L-11 did not regulate the

expression of these genes, but a different set of genes.
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Gene ontology analysis suggests that a pro-fibrotic effect in fibroblasts is driven by 1L-11-
regulated RNA expression. Both TGFB1 and IL-11 regulate an almost completely different

set of genes on the RNA level.

Whilst TGF(1 increases IL-11 secretion, the target genes of IL-11 are not regulated when
both TGFB1 and IL-11 are present. This suggests that TGFB1 upregulates I1L-11 and
simultaneously blocks the canonical IL-11-driven regulation of RNA expression via
STAT3, similar to what is known about the interaction of TGFB1 and IL-6 pathways (Walia
et al.,, 2003 FASEB J. 17, 2130-2132).

We also analysed whether RNA expression differences induced by TGFB1 are dependent
on IL-11 signalling, by analysing changes in RNA expression in fibroblasts obtained from
IL-11RA -/- mice as compared to IL-11RA +/+ mice. RNA expression regulated by TGF§1
is still observed when IL-11RA knockout cells were stimulated with TGFB1, and RNA
levels of aSMA, collagen etc. were still upregulated in the absence of IL-11 signalling (in
IL-11RA -/- fibroblasts). When the pro-fibrotic effect of IL-11 and the anti-fibrotic effect of
IL-11 inhibition was investigated in vitro, reduced expression of markers of fibrosis was

only observed at the protein level, not at the transcriptional level as determined by gPCR.

The activation of non-canonical pathways (e.g. ERK signal transduction) is known to be
crucial for the pro-fibrotic action of TGFB1 (Guo and Wang, 2008 Cell Res 19, 71-88). It
is likely that non-canonical pathways are likely to be important for signalling for all known
pro-fibrotic cytokines, and that IL-11 is a post-transcriptional regulator which is essential

for fibrosis.

Example 9: Human anti-human IL-11 antibodies

Fully human anti-human IL-11 antibodies were developed via phage display.

Recombinant human IL-11 (Cat. No. Z03108-1) and recombinant murine IL-11 (Cat. No.
Z03052-1) were obtained from GenScript (NJ, USA). Recombinant human IL-11 was
expressed in CHO cells, both as an Fc-tagged version and a tag-free version. Tag-free

murine IL-11 was expressed in HEK293 cells.

IL-11 bioactivity of recombinant human IL-11 and mouse IL-11 was confirmed by in vitro

analysis using primary fibroblast cell cultures.
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Recombinant, biotinylated human IL-11 and murine IL-11 were also prepared by
biotinylation of the recombinant human IL-11 and murine IL-11 molecules, according to

standard methods.

Antibodies capable of binding to both human IL-11 and murine IL-11 (i.e. cross-reactive
antibodies) were identified by phage display using a human naive library by panning
using biotinylated and non-biotinylated recombinant human and murine IL-11, based on

16 different panning strategies.

The phage display identified 175 scFv binders, as ‘first hits’. Sequence analysis of the
CDR sequences from these 175 scFv identified 86 unique scFv.

The soluble scFv were produced by recombinant expression in E. coli, and analysed for
their ability to bind to human IL-11 and murine IL-11 by ELISA. Briefly, the respective
antigen was coated to wells of an ELISA plate, the cell culture supernatant containing the

respective scFv was added at a 1:2 dilution, and binding was detected.

The results of the ELISA analysis revealed:
e 8 scFV capable of binding only to human IL-11;
e 6 scFv capable of binding to murine IL-11 only;
e 32 scFv displaying only weak binding to human/murine IL-11, with a high
signal to noise ratio, and;

e 40 scFv having cross-reactivity for both human IL-11 and murine I1L-11.

From these 86 scFV, 56 candidates were selected for further functional characterisation.

For further analyses, the scFV were cloned into scFV-Fc format in E. coli.
The VH and VL sequences of the antibodies were cloned into expression vectors for the
generation of scFv-Fc (human 1gG1) antibodies. The vectors were transiently expressed

in mammalian cells cultured in serum-free media, and isolated by protein A purification.

Example 10: Functional characterisation of human anti-human IL.-11 antibodies

The antibodies described in Example 9 were analysed in in vitro assays for their ability to
(i) inhibit human IL-11-mediated signalling, and (ii) inhibit mouse IL-11-mediated
signalling. The affinity of the antibodies for human IL-11 was also analysed by ELISA.
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10.1 Ability to inhibit human IL-11 mediated signalling
To investigate ability to neutralise human IL-11-mediated signalling, cardiac atrial human

fibroblasts were cultured in wells of 96-well plates in the presence of TGF1 (5 ng/ml) for
24 hours, in the presence or absence of the anti-IL-11 antibodies. TGF31 promotes the
expression of IL-11, which in turn drives the transistion of quiescent fibroblasts to
activated, aSMA-positive fibroblasts. It has previously been shown that neutralising I1L-11

prevents TGFRB1-induced transition to activated, aSMA-positive fibroblasts.

Expression of aSMA was analysed with the Operetta High-Content Imaging System in an

automated high-throughput fashion.

In non-stimulated cultures, ~29.7% (= 1) of the fibroblasts were aSMA-positive, activated
fibroblasts at the end of the 24 hour culture period, whilst ~52% (= 1.81) of fibroblasts
were aSMA-positive in cultures that were stimulated with TGF31 in the absence of anti-
IL-11 antibodies.

Anti-IL-11 antibodies (2 pg/ml) were added to fibroblast cultures that were stimulated with
TGFB1, and at the end of the 24 hour culture period, the percentage of aSMA-positive
fibroblasts was determined. The percentages were normalised based on the percentage
of aSMA-positive fibroblasts observed in cultures of fibroblasts which had not been
stimulated with TGF31.

28 of the antibodies were demonstrated to be capable of neutralising signalling mediated

by human IL-11.

A commercial monoclonal mouse anti-IL-11 antibody (Monoclonal Mouse 1IgG2A; Clone
#22626; Catalog No. MAB218; R&D Systems, MN, USA) was also analysed for ability to
inhibit signalling by human IL-11 in the experiments. This antibody was found to be able
to reduce the percentage of activated fibroblasts to 28.3% (=0.99).

Several of the clones neutralised signalling by human IL-11 to a greater extent than the

commercially available mouse anti-IL-11 antibody (industry standard.

10.2 Ability to inhibit mouse IL-11 mediated signalling
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The ability of the human antibodies to inhibit mouse IL-11-mediated signalling was also
investigated, following the same procedure as described in section 10.1 above, but using

mouse dermal fibroblasts instead of human atrial fibroblasts.

After 24 hours in culture, about 31.8% (=1) of non-stimulated cells in culture were
activated fibroblasts. Stimulation with TGF31 resulted in a ~2-fold increase in the
percentage of activated fibroblasts (68.8% = 2.16) as compared to non-stimulated

cultures.

The antibodies were demonstrated to be capable of neutralising signalling mediated by
mouse IL-11. Monoclonal Mouse IgG2A clone #22626, catalog No. MAB218 anti-IL-11
antibody was also analysed for ability to inhibit signalling by mouse IL-11. This antibody

was found to be able to reduce the percentage of activated fibroblasts to 39.4% (=1.24).

Several of the clones neutralised signalling by mouse IL-11 to a greater extent than the

commercially available mouse anti-IL-11 antibody (industry standard).

10.3 Analysis of antibody affinity for human IL-11

The human anti-human IL-11 antibodies were analysed for their affinity of binding to
human IL-11 by ELISA assay.

Recombinant human IL-11 was obtained from Genscript and Horseradish peroxidase
(HRP)-conjugated anti-human 1gG (Fc-specific) antibody was obtained from Sigma.
Corning 96-well ELISA plates were obtained from Sigma. Pierce 3,3",5,5'-
tetramethylbenzidine (TMB) ELISA substrate kit was obtained from Life Technologies (0.4
g/mL TMB solution, 0.02 % hydrogen peroxide in citric acid buffer). Bovine serum albumin
and sulphuric acid was obtained from Sigma. Wash buffer comprised 0.05% Tween-20 in
phosphate buffered saline (PBS-T). ScFv-Fc¢ antibodies were generated as described in
above. Purified mouse and human IgG controls were purchased from Life Technologies.

Tecan Infinite 200 PRO NanoQuant was used to measure absorbance.

Criss-cross serial dilution analysis was performed as described by Hornbeck et al., (2015)
Curr Protoc Immunol 110, 2.1.1-23) to determine the optimal concentration of coating

antigen, primary and secondary antibodies.
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An indirect ELISA was performed to assess the binding affinity of primary ScFv-Fc
antibodies at 50% of effective concentration (ECso) as previously described (Unverdorben
et al,, (2016) MAbs 8, 120-128.). ELISA plates were coated with 1 pg/mL of recombinant
human IL-11 overnight at 4°C and remaining binding sites were blocked with 2 % BSA in
PBS. ScFv-Fc antibodies were diluted in 1% BSA in PBS, titrated to obtain working
concentrations of 800, 200, 50, 12.5, 3.125, 0.78, 0.195, and 0.049 ng/mL, and incubated
in duplicates for 2 hours at room temperature. Detection of antigen-antibody binding was
performed with 15.625 ng/mL of HRP-conjugated anti-human IgG (Fc-specific) antibody.
Following 2 hours of incubation with the detection antibody, 100 pl of TMB substrate was
added for 15 mins and chromogenic reaction stopped with 100 pl of 2 M H>SO.4.
Absorbance reading was measured at 450 nm with reference wavelength correction at
570 nm. Data were fitted with GraphPad Prism software with log transformation of
antibody concentrations followed by non-linear regression analysis with the asymmetrical

(five-parameter) logistic dose-response curve to determine individual EC50 values.

The same materials and procedures as described above were performed to determine
the affinity of binding for the murine monoclonal anti-IL-11 antibodies, with the exception
that HRP-conjugated anti-mouse IgG (H&L) was used instead of HRP-conjugated anti-
human IgG.

The same materials and procedures as described above were performed to determine
the affinity of binding for the human monoclonal anti-IL-11 antibodies and murine
monoclonal anti-IL-11 antibodies to recombinant murine IL-11 obtained from Genscript.

The results of the ELISA assays were used to determine ECso values for the antibodies.

10.4 Ability to inhibit human IL-11 mediated signalling in a variety of tissues

Ability of the antibodies to neutralise IL-11-mediated signalling in fibroblasts obtained
from a variety of different tissues is investigated, essentially as described in section 10.1
except that instead of cardiac atrial human fibroblasts, human fibroblasts derived from
liver, lung, kidney, eye, skin, pancreas, spleen, bowel, brain, and bone marrow are used

for the experiments.

Anti-IL-11 antibodies are demonstrated to be capable of neutralising signalling in
fibroblasts derived from the various different tissues, as determined by observation of a

relative decrease in the proportion of aSMA-positive fibroblasts at the end of the 24 h
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culture period in the presence of the anti-IL-11 antibodies as compared to culture in the

absence of the antibodies.

Example 11: Inhibition of fibrosis in vivo using anti-lL-11 antibodies

The therapeutic utility of the anti-human IL-11 antibodies is demonstrated in in vivo

mouse models of fibrosis for various different tissues.

11.1 Heart fibrosis
A pump is implanted, and mice are treated with Angll (2mg/kg/day) for 28 days.

Neutralising anti-IL-11 antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. At the end of the experiment, collagen content is
assessed in the atria of the mice using a calorimetric hydroxyproline-based assay kit, and
the level of RNA expression of the markers or fibrosis Col1A2, aSMA (ACTA2) and
fibronectin (Fn1) were analysed by qPCR.

Mice treated with neutralising anti-IL-11 antibodies have a reduced fibrotic response in
heart tissue as compared to mice treated with control antibodies, as evidenced by

reduced expression of markers of fibrosis.

11.2 Kidney fibrosis
A mouse model for kidney fibrosis is established, in which fibrosis is induced by

intraperitoneal injection of folic acid (180mg/kg) in vehicle (0.3M NaHCO3); control mice

were administered vehicle alone.

Neutralising anti-IL-11 antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. Kidneys are removed at day 28, weighed and
either fixed in 10% neutral-buffered formalin for Masson’s trichrome and Sirius staining or

snap-frozen for collagen assay, RNA, and protein studies.

Total RNA is extracted from the snap-frozen kidney using Trizol reagent (Invitrogen) and
Qiagen TissueLyzer method followed by RNeasy column (Qiagen) purification. The cDNA
is prepared using iScriptTM cDNA synthesis kit, in which each reaction contained 1ug of
total RNA, as per the manufacturer’s instructions. Quantitative RT-PCR gene expression

analysis is performed on triplicate samples with either TagMan (Applied Biosystems) or
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fast SYBR green (Qiagen) technology using StepOnePlusTM (Applied Biosystem) over
40 cycles. Expression data are normalized to GAPDH mRNA expression level and the 2-
AACt method is used to calculate the fold-change. The snap-frozen kidneys are subjected
to acid hydrolysis by heating in 6M HCI at a concentration of 50 mg/ml (95°C,20 hours).
The amount of total collagen in the hydrolysate is quantified based on the colorimetric
detection of hydroxyproline using Quickzyme Total Collagen assay kit (Quickzyme

Biosciences) as per the manufacturer’s instructions.
Mice treated with neutralising anti-IL-11 antibodies have a reduced fibrotic response in
kidney tissue as compared to mice treated with control antibodies, as evidenced by

reduced expression of markers of fibrosis.

11.3 Lung fibrosis

Mice are treated by intratracheal administration of bleomycin on day 0 to establish a

fibrotic response in the lung (pulmonary fibrosis).

Neutralising anti-IL-11 antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. Mice are sacrificed at day 21, and analysed for

differences in fibrosis markers.

Mice treated with neutralising anti-IL-11 antibodies have a reduced fibrotic response in
lung tissue as compared to mice treated with control antibodies, as evidenced by reduced

expression of markers of fibrosis.

11.4 Skin fibrosis

Mice are treated by subcutaneous administration of bleomycin on day 0 to establish a

fibrotic response in the skin.

Neutralising anti-IL-11 antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. Mice are sacrificed at day 21, and analysed for

differences in fibrosis markers.
Mice treated with neutralising anti-IL-11 antibodies have a reduced fibrotic response in

skin tissue as compared to mice treated with control antibodies, as evidenced by reduced

expression of markers of fibrosis.
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11.5 Eye fibrosis
Mice undergo trabeculectomy on day 0 to initiate a wound healing response in the eye.

Neutralising anti-IL-11 antibodies, or control antibodies, are administered to different

groups of mice by intravenous injection, and fibrosis is monitored in the eye tissue.

Mice treated with neutralising anti-IL-11 antibodies have a reduced fibrotic response in
eye tissue as compared to mice treated with control antibodies, as evidenced by reduced

expression of markers of fibrosis.

11.6 Other tissues
The effect of treatment with neutralising anti-IL-11 antibodies on fibrosis is also analysed

in mouse models of fibrosis for other tissues, such as the liver, kidney, bowel, and is also

analysed in a model relevant to multiorgan (i.e. systemic) fibrosis.
Mice treated with neutralising anti-IL-11 antibodies have a reduced fibrotic response as
compared to mice treated with control antibodies, as evidenced by reduced expression of

markers of fibrosis.

Example 12: Anti-human IL-11Ra antibodies

Mouse monoclonal antibodies directed against human IL-11Ra protein were generated as

follows.

¢cDNA encoding the amino acid for human IL-11Ra was cloned into expression plasmids

(Aldevron GmbH, Freiburg, Germany).

Mice were immunised by intradermal application of DNA-coated gold-particles using a
hand-held device for particle-bombardment (“gene gun”). Serum samples were collected
from mice after a series of immunisations, and tested in flow cytometry on HEK cells
which had been transiently transfected with human IL-11Ra expression plasmids (cell
surface expression of human IL-11Ra by transiently transfected HEK cells was confirmed

with anti-tag antibodies recognising a tag added to the N-terminus of the IL-11Ra protein).

Antibody-producing cells were isolated from the mice and fused with mouse myeloma

cells (Ag8) according to standard procedures.
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Hybridomas producing antibodies specific for IL-11Ra were identified by screening for
ability to bind to IL-11Ra expressing HEK cells by flow cytometry.

Cell pellets of positive hybridoma cells were prepared using an RNA protection agent
(RNAlater, cat. #AM7020 by ThermoFisher Scientific) and further processed for

sequencing of the variable domains of the antibodies.

Sequencing was performed using BigDye® Terminator v3.1 Cycle Sequencing kit (Life
Technologies®) according to the manufacturer’s instructions. All data was collected using
a 3730xI DNA Analyzer system and Unified Data Collection software (Life
Technologies®). Sequence assembly was performed using CodonCode Aligner
(CodonCode Corporation). Mixed base calls were resolved by automatically assigning the
most prevalent base call to the mixed base calls. Prevalence was determined by both

frequency of a base call and the individual quality of the base calls.

In total, 17 mouse monoclonal anti-human IL-11Ra antibody clones were generated.

Example 13: Functional characterisation of anti-human IL-11Ra antibodies

13.1  Ability to inhibit human IL-11/IL-11R mediated signalling
To investigate the ability of the anti-IL-11Ra antibodies to neutralise human IL-11/IL-11R

mediated signalling, cardiac atrial human fibroblasts were cultured in wells of 96-well
plates in the presence of TGFB1 (5 ng/ml) for 24 hours, in the presence or absence of the
anti-IL-11Ra antibodies. This profibrotic stimulus promotes the expression of IL-11, which
in turn drives the transistion of quiescent fibroblasts to activated, aSMA-positive
fibroblasts. It has previously been shown that neutralising IL-11 prevents TGFB1-induced

transition to activated, aSMA-positive fibroblasts.

Anti-IL-11Ra antibodies (2 ug/ml) were added to fibroblast cultures that were stimulated
with TGFB1, and at the end of the 24 hour culture period, the percentage of aSMA-
positive fibroblasts was determined. The percentages were normalised based on the
percentage of aSMA-positive fibroblasts observed in cultures of fibroblasts which had not
been stimulated with TGFB1.

Expression of aSMA was analysed with the Operetta High-Content Imaging System in an
automated high-throughput fashion.
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Stimulation with TGFB1 resulted in a 1.58 fold increase in the number of aSMA-positive,
activated fibroblasts at the end of the 24 hour culture period in the absence of anti-IL-
11Ra antibodies.

A commercial monoclonal mouse anti-IL-11 antibody (Monoclonal Mouse IgG2A; Clone
#22626; Catalog No. MAB218; R&D Systems, MN, USA) was included as a control. This
antibody was found to be able to reduce the percentage of activated fibroblasts to 0.89
fold of the percentage of activated fibroblasts in unstimulated cultures (i.e. in the absence
of stimulation with TGFB1).

The anti-IL-11Ra antibodies were found to be able to inhibit IL-11/IL-11R signalling in
human fibroblasts, and several were able to inhibit IL-11/IL-11R signalling to a greater

extent than the monoclonal mouse anti-IL-11 antibody.

13.2  Ability to inhibit mouse IL-11 mediated signalling

The ability of the anti-IL-11Ra antibodies to inhibit mouse IL-11-mediated signalling was
also investigated, following the same procedure as described in section 13.1 above, but

using mouse atrial fibroblasts instead of human atrial fibroblasts.

Stimulation with TGFB1 resulted in a 2.24 fold increase in the number of aSMA-positive,
activated fibroblasts at the end of the 24 hour culture period in the absence of anti-IL-
11Ra antibodies.

The commercial monoclonal mouse anti-IL-11 antibody (Monoclonal Mouse IgG2A; Clone
#22626; Catalog No. MAB218; R&D Systems, MN, USA) was included as a control. This
antibody was found to be able to reduce the percentage of activated fibroblasts to 1.44
fold of the percentage of activated fibroblasts in unstimulated cultures (i.e. in the absence
of stimulation with TGF(31).

The anti-IL-11Ra antibodies were found to be able to inhibit IL-11/IL-11R signalling in
mouse fibroblasts, and several were able to inhibit IL-11/IL-11R signalling to a greater

extent than the monoclonal mouse anti-IL-11 antibody.

13.3  Screening for ability to bind IL-11Ra
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The mouse hybridomas producing anti-human IL-11Ra antibodies were sub-cloned, and
cell culture supernatant from the subcloned hybridomas was analysed by “mix-and-
measure” iQue assay for (i) ability to bind to human IL-11Ra, and (ii) cross reactivity for

antigen other than IL-11Ra.

Briefly, labelled control cells (not expressing IL-11Ra at the cell surface) and unlabelled
target cells expressing human IL-11Ra at their surface (following transient transfection
with a plasmid encoding a FLAG-tagged human IL-11Ra) were mixed together with the
cell culture supernatant (containing mouse-anti-IL-11Ra antibodies) and secondary

detection antibodies (fluorescently-labelled anti-mouse 1gG antibody).

The cells were then analysed using the HTFC Screening System (iQue) for the two labels
(i.e. the cell label and the label on the secondary antibody). Detection of the secondary
antibody on the unlabelled, IL-11Ra expressing cells indicated ability of the mouse-anti-
IL-11Ra antibodies to bind to IL-11Ra. Detection of the secondary antibody on the
labelled, control cells indicated cross-reactivity of the mouse-anti-IL-11Ra antibodies for

target other than IL-11Ra.

As a positive control condition, labelled and unlabelled cells were incubated with a mouse

anti-FLAG tag antibody as the primary antibody.

The majority of the subcloned hybridomas expressed antibody which was able to bind to

human IL-11Ra, and which recognised this target with high specificity.

13.4 Analysis of antibody affinity for human IL-11Ra

The anti-human IL-11Ra antibodies are analysed for their affinity of binding to human IL-
11Ra by ELISA assay.

Recombinant human IL-11Ra is obtained from Genscript and Horseradish peroxidase
(HRP)-conjugated anti-human IgG (Fc-specific) antibody is obtained from Sigma. Corning
96-well ELISA plates are obtained from Sigma. Pierce 3,3°,5,5 -tetramethylbenzidine
(TMB) ELISA substrate kit is obtained from Life Technologies (0.4 g/mL TMB solution,
0.02 % hydrogen peroxide in citric acid buffer). Bovine serum albumin and sulphuric acid
is obtained from Sigma. Wash buffer comprises 0.05% Tween-20 in phosphate buffered
saline (PBS-T). Purified IgG controls are purchased from Life Technologies. Tecan

Infinite 200 PRO NanoQuant is used to measure absorbance.
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Criss-cross serial dilution analysis was performed as described by Hornbeck et al., (2015)
Curr Protoc Immunol 110, 2.1.1-23) to determine the optimal concentration of coating

antigen, primary and secondary antibodies.

An indirect ELISA is performed to assess the binding affinity of the mouse anti-IL-11Ra
antibodies at 50% of effective concentration (ECso) as previously described (Unverdorben
et al.,, (2016) MAbs 8, 120-128.). ELISA plates are coated with 1 uyg/mL of recombinant
human IL-11Ra overnight at 4°C, and remaining binding sites are blocked with 2 % BSA
in PBS. The antibodies are diluted in 1% BSA in PBS, titrated to obtain working
concentrations of 800, 200, 50, 12.5, 3.125, 0.78, 0.195, and 0.049 ng/mL, and incubated
in duplicates for 2 hours at room temperature. Detection of antigen-antibody binding is
performed with 15.625 ng/mL of HRP-conjugated anti-mouse IgG antibody. Following 2
hours of incubation with the detection antibody, 100 ul of TMB substrate is added for 15
mins and chromogenic reaction stopped with 100 ul of 2 M H>SO4. Absorbance reading is
measured at 450 nm with reference wavelength correction at 570 nm. Data are fitted with
GraphPad Prism software with log transformation of antibody concentrations followed by
non-linear regression analysis with the asymmetrical (five-parameter) logistic dose-

response curve to determine individual EC50 values.

13.5  Ability to inhibit human IL-11/IL-11R signalling in a variety of tissues

Ability of the antibodies to neutralise IL-11/IL-11R signalling in fibroblasts obtained from a
variety of different tissues is investigated, essentially as described in section 13.1 except
that instead of cardiac atrial human fibroblasts, human fibroblasts derived from liver, lung,
kidney, eye, skin, pancreas, spleen, bowel, brain, and bone marrow are used for the

experiments.

Anti-IL-11Ra antibodies are demonstrated to be capable of neutralising IL-11/IL-11R
signalling in fibroblasts derived from the various different tissues, as determined by
observation of a relative decrease in the proportion of aSMA-positive fibroblasts at the
end of the 24 h culture period in the presence of the anti-IL-11Ra antibodies as compared

to culture in the absence of the antibodies.

Example 14: Inhibition of fibrosis in vivo using anti-IL-11Ra antibodies

The therapeutic utility of the anti-human IL-11Ra antibodies is demonstrated in vivo in

mouse models of fibrosis for various different tissues.
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14.1  Heart fibrosis
A pump is implanted, and mice are treated with Angll (2mg/kg/day) for 28 days.

Neutralising anti-IL-11Ra antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. At the end of the experiment, collagen content is
assessed in the atria of the mice using a calorimetric hydroxyproline-based assay kit, and
the level of RNA expression of the markers or fibrosis Col1A2, aSMA (ACTAZ2) and
fibronectin (Fn1) were analysed by qPCR.

Mice treated with neutralising anti-IL-11Ra antibodies have a reduced fibrotic response in
heart tissue as compared to mice treated with control antibodies, as evidenced by

reduced expression of markers of fibrosis.

14.2 Kidney fibrosis

A mouse model for kidney fibrosis is established, in which fibrosis is induced by

intraperitoneal injection of folic acid (180mg/kg) in vehicle (0.3M NaHCO3); control mice

were administered vehicle alone.

Neutralising anti-IL-11Ra antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. Kidneys are removed at day 28, weighed and
either fixed in 10% neutral-buffered formalin for Masson’s trichrome and Sirius staining or

snap-frozen for collagen assay, RNA, and protein studies.

Total RNA is extracted from the snap-frozen kidney using Trizol reagent (Invitrogen) and
Qiagen TissuelLyzer method followed by RNeasy column (Qiagen) purification. The cDNA
is prepared using iScriptTM cDNA synthesis kit, in which each reaction contained 1ug of
total RNA, as per the manufacturer’s instructions. Quantitative RT-PCR gene expression
analysis is performed on ftriplicate samples with either TagMan (Applied Biosystems) or
fast SYBR green (Qiagen) technology using StepOnePlusTM (Applied Biosystem) over
40 cycles. Expression data are normalized to GAPDH mRNA expression level and the 2-
AACt method is used to calculate the fold-change. The snap-frozen kidneys are subjected
to acid hydrolysis by heating in 6M HCI at a concentration of 50 mg/ml (95°C,20 hours).
The amount of total collagen in the hydrolysate is quantified based on the colorimetric
detection of hydroxyproline using Quickzyme Total Collagen assay kit (Quickzyme

Biosciences) as per the manufacturer’s instructions.
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Mice treated with neutralising anti-IL-11Ra antibodies have a reduced fibrotic response in
kidney tissue as compared to mice treated with control antibodies, as evidenced by

reduced expression of markers of fibrosis.

14.3  Lung fibrosis

Mice are treated by intratracheal administration of bleomycin on day 0 to establish a

fibrotic response in the lung (pulmonary fibrosis).

Neutralising anti-IL-11Ra antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. Mice are sacrificed at day 21, and analysed for

differences in fibrosis markers.

Mice treated with neutralising anti-IL-11Ra antibodies have a reduced fibrotic response in
lung tissue as compared to mice treated with control antibodies, as evidenced by reduced

expression of markers of fibrosis.

14.4  Skin fibrosis

Mice are treated by subcutaneous administration of bleomycin on day 0 to establish a

fibrotic response in the skin.

Neutralising anti-IL-11Ra antibodies, or control antibodies, are administered to different
groups of mice by intravenous injection. Mice are sacrificed at day 21, and analysed for

differences in fibrosis markers.

Mice treated with neutralising anti-IL-11Ra antibodies have a reduced fibrotic response in
skin tissue as compared to mice treated with control antibodies, as evidenced by reduced

expression of markers of fibrosis.

14.5 Eye fibrosis
Mice undergo trabeculectomy on day 0 to initiate a wound healing response in the eye.

Neutralising anti-IL-11Ra antibodies, or control antibodies, are administered to different

groups of mice by intravenous injection, and fibrosis is monitored in the eye tissue.
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Mice treated with neutralising anti-IL-11Ra antibodies have a reduced fibrotic response in
eye tissue as compared to mice treated with control antibodies, as evidenced by reduced

expression of markers of fibrosis.

14.6  Other tissues
The effect of treatment with neutralising anti-IL-11Ra antibodies on fibrosis is also

analysed in mouse models of fibrosis for other tissues, such as the liver, kidney, bowel,

and is also analysed in a model relevant to multiorgan (i.e. systemic) fibrosis.
Mice treated with neutralising anti-IL-11Ra antibodies have a reduced fibrotic response as
compared to mice treated with control antibodies, as evidenced by reduced expression of

markers of fibrosis.

Example 15: Decoy lL.-11 Receptors

15.1 Decoy 1L-11 Receptor constructs

Decoy IL-11 Receptor molecules were designed and cloned into the pTT5 vector for

recombinant expression in 293-6E cells.

Briefly, an insert for the plasmid comprising cDNA encoding the ligand binding domains
D1, D2 and D3 of gp130 in-frame with cDNA encoding either a 50 amino acid or 33 amino
acid linker region, followed by cDNA encoding the ligand binding domains D2 and D3 of
human IL-11Ra, followed by cDNA encoding the FLAG tag. The cDNA insert
incorporated a leader sequence, Kozak sequences at the 5’ end, and included a 5’ EcoRI
restriction site and a 3’ Hindlll restriction site (downstream of a stop codon) for insertion
into the pTT5 vector.

The two constructs encoding a decoy IL-11 receptor molecule having either a 50 amino
acid or 33 amino acid sequence are respectively designated Decoy IL-11 Receptor 1

(D11R1) and Decoy IL-11 Receptor 2 (D11R2).

15.2 Decoy IL-11 Receptor expression and purification

The constructs were transfected into 293-6E cells for recombinant expression and

purification.
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293-6E cells were grown in serum-free FreeStyle™ 293 Expression Medium (Life
Technologies, Carlsbad, CA, USA). Cells were maintained in Erlenmeyer Flasks (Corning
Inc., Acton, MA) at 37°C with 5% CO; on an orbital shaker (VWR Scientific, Chester, PA).

One day before transfection, the cells were seeded at an appropriate density in Corning
Erlenmeyer Flasks. On the day of transfection, DNA and transfection reagent were mixed
at an optimal ratio and then added into the flask with cells ready for transfection. The
recombinant plasmids encoding D11R1 and D11R2 were transiently transfected into

suspension 293-6E cell cultures on two separate days.

Cell culture supernatants were collected on day 6 and used for purification. Briefly, cell
culture broths were centrifuged and filtrated. 0.5 ml of resin was added to cell culture

supernatants and incubated for 3-4 hours to capture the target protein.

After washing and elution with appropriate buffers, eluted fractions were analysed by
SDS-PAGE and Western blot using Rabbit anti-FLAG polyclonal Ab (GenScript,
Cat.No0.A00170) to confirm expression of the FLAG-tagged decoy IL-11 receptor

molecules.

The purified species were quantified and stored at -80°C.

Example 16: Functional characterisation of Decoy IL-11 Receptors

16.1 Ability to inhibit human IL-11 mediated signalling

To investigate ability to neutralise human IL-11-mediated signalling, cardiac atrial human
fibroblasts were cultured in wells of 96-well plates in the presence of TGF1 (5 ng/ml) for

24 hours, in the presence or absence of various concentrations of D11R1 or D11R2.

TGFB1 promotes the expression of IL-11, which in turn drives the transition of quiescent
fibroblasts to activated, aSMA-positive fibroblasts. It has previously been shown that
neutralising IL-11 prevents TGFB1-induced transition to activated, aSMA-positive

fibroblasts.

Expression of aSMA was analysed with the Operetta High-Content Imaging System in an

automated high-throughput fashion.
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D11R1 or D11R2 were added to fibroblast cultures that were stimulated with TGFB1 at
final concentrations of 5 ng/ml, 50 ng/ml and 500 ng/ml, and at the end of the 24 hour

culture period, the percentage of aSMA-positive fibroblasts in the culture was determined.

Both D11R1 and D11R2 were demonstrated to be capable of neutralising signalling

mediated by human IL-11 in a dose-dependent manner.

The results of the experiments are shown in Figures 32A and 32B. Both D11R1 and
D11R2 were demonstrated to be capable of neutralising signalling mediated by human IL-

11 in a dose-dependent manner.
The ICso for the D11R1 and D11R2 molecules was determined to be ~1 nM.
16.2 Ability to inhibit mouse IL-11 mediated signalling

The ability of D11R1 and D11R2 to inhibit mouse IL-11-mediated signalling is

investigated, following the same procedure as described in section 16.1 above, but using

mouse dermal fibroblasts instead of human atrial fibroblasts.

D11R1 and D11R2 are demonstrated to be capable of neutralising IL-11/IL-11R signalling
in mouse dermal fibroblasts, as determined by observation of a relative decrease in the
proportion of aSMA-positive fibroblasts at the end of the 24 h culture period in the
presence of D11R1 or D11R2 as compared to culture in the absence of the decoy IL-11

receptors.

16.3 Analysis of decoy IL-11 receptor affinity for IL-11
D11R1 and D11R2 are analysed for their affinity of binding to human IL-11 by ELISA

assay.

Recombinant human IL-11 was obtained from Genscript and Horseradish peroxidase
(HRP)-conjugated anti-FLAG antibody is obtained. Corning 96-well ELISA plates were
obtained from Sigma. Pierce 3,3",5,5"-tetramethylbenzidine (TMB) ELISA substrate kit
was obtained from Life Technologies (0.4 g/mL TMB solution, 0.02 % hydrogen peroxide
in citric acid buffer). Bovine serum albumin and sulphuric acid was obtained from Sigma.
Wash buffer comprised 0.05% Tween-20 in phosphate buffered saline (PBS-T). Tecan
Infinite 200 PRO NanoQuant is used to measure absorbance.
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An indirect ELISA is performed to assess the binding affinity of D11R1 and D11R2 at
50% of effective concentration (ECso) as previously described (Unverdorben et al., (2016)
MADbs 8, 120-128.). ELISA plates are coated with 1 ug/mL of recombinant human IL-11
overnight at 4°C and remaining binding sites were blocked with 2 % BSA in PBS. D11R1
and D11R1 are diluted in 1% BSA in PBS, titrated to obtain working concentrations of
800, 200, 50, 12.5, 3.125, 0.78, 0.195, and 0.049 ng/mL, and incubated in duplicates for 2
hours at room temperature. Detection of antigen-decoy IL-11 receptor binding is
performed with HRP-conjugated anti-FLAG antibody. Following 2 hours of incubation with
the detection antibody, 100 ul of TMB substrate is added for 15 mins and chromogenic
reaction stopped with 100 pl of 2 M H>SO4. Absorbance reading is measured at 450 nm
with reference wavelength correction at 570 nm. Data are fitted with GraphPad Prism
software with log transformation of decoy IL-11 receptor concentrations followed by non-
linear regression analysis with the asymmetrical (five-parameter) logistic dose-response

curve to determine EC50 values.

The same materials and procedures as described above were performed to determine

the affinity of binding to recombinant murine IL-11 obtained from Genscript.

16.4 Ability to inhibit human IL-11 mediated signalling in a variety of tissues
Ability of the decoy IL-11 receptors D11R1 and D11R2 to neutralise IL-11-mediated

signalling in fibroblasts obtained from a variety of different tissues is investigated,

essentially as described in sections 18.1 except that instead of cardiac atrial human
fibroblasts, human fibroblasts derived from liver, lung, kidney, eye, skin, pancreas,

spleen, bowel, brain, and bone marrow are used for the experiments.

D11R1 and D11R2 are demonstrated to be capable of neutralising signalling in fibroblasts
derived from the various different tissues, as determined by observation of a relative
decrease in the proportion of aSMA-positive fibroblasts at the end of the 24 h culture
period in the presence of the decoy IL-11 receptors as compared to culture in the

absence of the decoy IL-11 receptors.

Example 17: Inhibition of fibrosis in vivo using decoy IL-11 receptors

The therapeutic utility of the decoy IL-11 receptors is demonstrated in in vivo mouse

models of fibrosis for various different tissues.
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17.1 Heart fibrosis
A pump is implanted, and mice are treated with Angll (2mg/kg/day) for 28 days.

Decoy IL-11 receptors D11R1 or D11R2 are administered to different groups of mice by
intravenous injection. At the end of the experiment, collagen content is assessed in the
atria of the mice using a calorimetric hydroxyproline-based assay kit, and the level of
RNA expression of the markers or fibrosis Col1A2, aSMA (ACTAZ2) and fibronectin (Fn1)
were analysed by gPCR.

Mice treated with decoy IL-11 receptors have a reduced fibrotic response in heart tissue
as compared to untreated/vehicle treated controls, as evidenced by reduced expression

of markers of fibrosis.

17.2 Kidney fibrosis
A mouse model for kidney fibrosis is established, in which fibrosis is induced by

intraperitoneal injection of folic acid (180mg/kg) in vehicle (0.3M NaHCOs); control mice

were administered vehicle alone.

Decoy IL-11 receptors D11R1 or D11R2 are administered to different groups of mice by
intravenous injection. Kidneys are removed at day 28, weighed and either fixed in 10%
neutral-buffered formalin for Masson’s trichrome and Sirius staining or snap-frozen for

collagen assay, RNA, and protein studies.

Total RNA is extracted from the snap-frozen kidney using Trizol reagent (Invitrogen) and
Qiagen TissueLyzer method followed by RNeasy column (Qiagen) purification. The cDNA
is prepared using iScriptTM cDNA synthesis kit, in which each reaction contained 1ug of
total RNA, as per the manufacturer’s instructions. Quantitative RT-PCR gene expression
analysis is performed on triplicate samples with either TagMan (Applied Biosystems) or
fast SYBR green (Qiagen) technology using StepOnePlusTM (Applied Biosystem) over
40 cycles. Expression data are normalized to GAPDH mRNA expression level and the 2-
AACt method is used to calculate the fold-change. The snap-frozen kidneys are subjected
to acid hydrolysis by heating in 6M HCI at a concentration of 50 mg/ml (95°C,20 hours).
The amount of total collagen in the hydrolysate is quantified based on the colorimetric
detection of hydroxyproline using Quickzyme Total Collagen assay kit (Quickzyme

Biosciences) as per the manufacturer’s instructions.
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Mice treated with decoy IL-11 receptors have a reduced fibrotic response in kidney tissue
as compared to untreated/vehicle treated controls, as evidenced by reduced expression

of markers of fibrosis.

17.3 Lung fibrosis

Mice are treated by intratracheal administration of bleomycin on day 0 to establish a

fibrotic response in the lung (pulmonary fibrosis).

Decoy IL-11 receptors D11R1 or D11R2 are administered to different groups of mice by
intravenous injection. Mice are sacrificed at day 21, and analysed for differences in

fibrosis markers.

Mice treated with decoy IL-11 receptors have a reduced fibrotic response in lung tissue
as compared to untreated/vehicle treated controls, as evidenced by reduced expression

of markers of fibrosis.

17.4 Skin fibrosis

Mice are treated by subcutaneous administration of bleomycin on day 0 to establish a

fibrotic response in the skin.

Decoy IL-11 receptors D11R1 or D11R2 are administered to different groups of mice by
intravenous injection. Mice are sacrificed at day 21, and analysed for differences in

fibrosis markers.

Mice treated with decoy IL-11 receptors have a reduced fibrotic response in skin tissue as
compared to untreated/vehicle treated controls, as evidenced by reduced expression of

markers of fibrosis.

17.5 Eye fibrosis

Mice undergo trabeculectomy procedure as described in Example 7.6 above to initiate a

wound healing response in the eye.

Decoy IL-11 receptors D11R1 or D11R2 are administered to different groups of mice by

intravenous injection, and fibrosis is monitored in the eye tissue.
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Mice treated with decoy IL-11 receptors have a reduced fibrotic response in eye tissue as
compared to untreated/vehicle treated controls, as evidenced by reduced expression of

markers of fibrosis.

17.6 Other tissues

The effect of treatment with decoy IL-11 receptors D11R1 or D11R2 on fibrosis is also

analysed in mouse models of fibrosis for other tissues, such as the liver, kidney, bowel,

and is also analysed in a model relevant to multiorgan (i.e. systemic) fibrosis.

The fibrotic response is measured and compared between mice treated with decoy IL-11
receptors and untreated mice, or vehicle treated controls. . Mice treated with decoy IL-11
receptors have a reduced fibrotic response as compared to untreated/vehicle treated

controls, as evidenced by reduced expression of markers of fibrosis.

Example 18: Genetic biomarkers for IL-11 response

In addition to measuring IL-11 protein as a potential biomarker for fibrosis, we developed
an assay that can predict IL-11 secretion status in humans. This assay could be used as

a companion diagnostic in IL-11-related clinical trials.

We first generated RNA-seq data (Figure 16Error! Reference source not found.) and
determined the genotype of 69 ethnically matched (Chinese) individuals in the cohort
using a SNP array based on fluorescent probe hybridization supplied by lllumina
(HumanOmniExpress 24).

We then performed genome-wide linkage eQTL analysis to assess whether Single
Nucleotide Polymorphisms (SNPs) affect RNA transcript levels of IL-11 or IL-11RA in
unstimulated fibroblasts, in TGFB1 stimulated (5ng/ml, 24h) fibroblasts. We also tested if
the increase in IL-11 upon TGFB1 stimulation (= response) was dependent on the

genotype.

At first we quantified the read count for both IL-11 and IL-11RA in all individuals and
transformed these counts using the variance stabilization (VST) approach of the DESeqg2
method (Love et al., Genome Biology 2014 15:550). We then considered IL-11 and IL-
11RA expression in unstimulated (VSTunsim) and stimulated (VSTsim) cells. To assess the
increase in IL-11, we also computed the delta in expression as VSTstim — VST unstim. We
corrected the expression values using covariates such as RNA sequencing library batch,

RNA RIN quality score, library concentration, library fragment size, age, gender before
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analyses. SNP and transcript expression, or delta expression, pairs were analysed using
the matrix eQTL approach (Andrey A. Shabalin., Bioinformatics 2012 May 15; 28(10):
1353-1358).

We did not observe variation in cis or trans that significantly affected IL-11 expression in
unstimulated cells. However, we detected distant SNPs that regulated the expression in
stimulated = fibrotic fibroblasts. These variants stratify the population between individuals
that do express low levels of IL-11 and those that express high amounts of IL-11 in
fibrosis. We also detected local and distal variants that predicted the increase in IL-11
expression in response to TGFB1. These variants can be used to stratify individuals into
high and low responders in fibrosis.

The SNPs identified are shown in Figures 33 to 35 and accompanying data is shown in
Figures 36 and 37.
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Claims:

1. An agent capable of inhibiting the action of Interleukin 11 (IL-11) for use in a

method of treating or preventing fibrosis.

2. Use of an agent capable of inhibiting the action of Interleukin 11 (IL-11) in the

manufacture of a medicament for use in a method of treating or preventing fibrosis.

3. A method of treating or preventing fibrosis, the method comprising administering
to a subject in need of treatment a therapeutically effective amount of an agent capable of

inhibiting the action of Interleukin 11 (IL-11).

4. The agent for use in a method of treating or preventing fibrosis according to claim
1, use according to claim 2 or method according to claim 3, wherein the agent is an agent

capable of preventing or reducing the binding of IL-11 to an IL-11 receptor.

5. The agent for use in a method of treating or preventing fibrosis according to claim
1 or 4, use according to claim 2 or 4, or method according to claim 3 or 4, wherein the
agent is an IL-11 binding agent.

6. The agent for use in a method of treating or preventing fibrosis, use or method
according to claim 5, wherein the IL-11 binding agent is selected from the group
consisting of: an antibody, polypeptide, peptide, oligonucleotide, aptamer or small

molecule.

7. The agent for use in a method of treating or preventing fibrosis, use or method

according to claim 5, wherein the IL-11 binding agent is an antibody.

8. The agent for use in a method of treating or preventing fibrosis, use or method

according to claim 5, wherein the IL-11 binding agent is a decoy receptor.
9. The agent for use in a method of treating or preventing fibrosis according to claim

1 or 4, use according to claim 2 or 4, or method according to claim 3 or 4, wherein the

agent is an IL-11 receptor (IL-11R) binding agent.
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10. The agent for use in a method of treating or preventing fibrosis, use or method
according to claim 9, wherein the IL-11R binding agent is selected from the group
consisting of: an antibody, polypeptide, peptide, oligonucleotide, aptamer or small

molecule.

1. The agent for use in a method of treating or preventing fibrosis, use or method

according to claim 9, wherein the IL-11R binding agent is an antibody.

12. An agent capable of preventing or reducing the expression of Interleukin 11 (IL-
11) or an Interleukin 11 receptor (IL-11R) for use in a method of treating or preventing

fibrosis.

13. Use of an agent capable of preventing or reducing the expression of Interleukin 11
(IL-11) or an Interleukin 11 receptor (IL-11R) in the manufacture of a medicament for use

in a method of treating or preventing fibrosis.

14. A method of treating or preventing fibrosis, the method comprising administering
to a subject in need of treatment a therapeutically effective amount of an agent capable of
preventing or reducing the expression of Interleukin 11 (IL-11) or an Interleukin 11
receptor (IL-11R).

15. The agent for use in a method of treating or preventing fibrosis according to claim
12, use according to claim 13 or method according to claim 14, wherein the agent is a

small molecule or oligonucleotide.

16. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the fibrosis is fibrosis of the heart,

liver, kidney or eye.

17. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the fibrosis is in the heart and is
associated with dysfunction of the musculature or electrical properties of the heart, or

thickening of the walls or valves of the heart.
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18. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the fibrosis is in the liver and is

associated with chronic liver disease or liver cirrhosis.

19. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the fibrosis is in the kidney and is

associated with chronic kidney disease.

20. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the fibrosis is in the eye and is

retinal fibrosis, epiretinal fibrosis, or subretinal fibrosis.

21. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the method of treating or
preventing comprises administering said agent to a subject in which IL-11 or IL-11R

expression is upregulated.

22. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the method of treating or
preventing comprises administering said agent to a subject in which IL-11 or IL-11R

expression has been determined to be upregulated.

23. The agent for use in a method of treating or preventing fibrosis, use or method
according to any one of the preceding claims, wherein the method of treating or
preventing comprises determining whether IL-11 or IL-11R expression is upregulated in
the subject and administering said agent to a subject in which IL-11 or IL-11R expression

is upregulated.

24. A method of determining the suitability of a subject for the treatment or prevention
of fibrosis with an agent capable of inhibiting the action of Interleukin 11 (IL-11), the
method comprising determining, optionally in vifro, whether IL-11 or an Interleukin 11

receptor (IL-11R) expression is upregulated in the subject.

25. A method of selecting a subject for the treatment or prevention of fibrosis with an

agent capable of inhibiting the action of Interleukin 11 (IL-11), the method comprising
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determining, optionally in vitro, whether IL-11 or an Interleukin 11 receptor (IL-11R)

expression is upregulated in the subject.

26. A method of diagnosing fibrosis or a risk of developing fibrosis in a subject, the
method comprising determining, optionally in vitro, the upregulation of Interleukin 11 (IL-

11) or an Interleukin 11 receptor (IL-11R) in a sample obtained from the subject.

27. The method of claim 26, wherein the method is a method of confirming a

diagnosis of fibrosis in a subject suspected of having fibrosis.

28. The method of claim 26 or 27, wherein the method further comprises selecting the
subject for treatment with an agent capable of inhibiting the action of IL-11 or with an

agent capable of preventing or reducing the expression of IL-11 or IL-11R.

29. A method of providing a prognosis for a subject having, or suspected of having
fibrosis, the method comprising determining, optionally in vitro, whether Interleukin 11 (IL-
11) or an Interleukin 11 receptor (IL-11R) is upregulated in a sample obtained from the
subject and, based on the determination, providing a prognosis for treatment of the
subject with an agent capable of inhibiting the action of IL-11 or with an agent capable of

preventing or reducing the expression of IL-11 or IL-11R.

30. The method of claim 29, wherein the method further comprises selecting a subject
determined to have upregulated IL-11 or IL-11R for treatment with an agent capable of
inhibiting the action of IL-11 or with an agent capable of preventing or reducing the

expression of IL-11 or IL-11R.

31. A method of diagnosing fibrosis or a risk of developing fibrosis in a subject, the
method comprising determining, optionally in vitro, one or more genetic factors in the
subject that are predictive of upregulation of Interleukin 11 (IL-11) or an Interleukin 11

receptor (IL-11R) expression, or of upregulation of IL-11 or IL-11R activity.

32. The method of claim 31, wherein the method is a method of confirming a

diagnosis of fibrosis in a subject suspected of having fibrosis.
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33. The method of claim 32 or 32, wherein the method further comprises selecting the
subject for treatment with an agent capable of inhibiting the action of IL-11 or with an

agent capable of preventing or reducing the expression of IL-11 or IL-11R.

34. A method of providing a prognosis for a subject having, or suspected of having,
fibrosis, the method comprising determining, optionally in vitro, one or more genetic
factors in the subject that are predictive of upregulation of Interleukin 11 (IL-11) or an
Interleukin 11 receptor (IL-11R) expression, or of upregulation of IL-11 or IL-11R activity.
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ACTGCCGCGGCCCTGCTGCTCAGGGCACATGCCTCCCCTCCCCAGGCCGCGGCCCAGCTGACCCTCGGGG
CTCCCCCGGCAGCGGACAGGGAAGGGTTAAAGGCCCCCGGCTCCCTGCCCCCTGCCCTGGGGAACCCCTG
GCCCTGTGGGGACATGAACTGTGTTTGCCGCCTGGTCCTGGTCGTGCTGAGCCTGTGGCCAGATACAGCT
GTCGCCCCTGGGCCACCACCTGGCCCCCCTCGAGTTTCCCCAGACCCTCGGGCCGAGCTGGACAGCACCG
TGCTCCTGACCCGCTCTCTCCTGGCGGACACGCGGCAGCTGGCTGCACAGCTGAGGGACAAATTCCCAGC
TGACGGGGACCACAACCTGGATTCCCTGCCCACCCTGGCCATGAGTGCGGGGGCACTGGGAGCTCTACAG
CTCCCAGGTGTGCTGACAAGGCTGCGAGCGGACCTACTGTCCTACCTGCGGCACGTGCAGTGGCTGCGCC
GGGCAGGTGGCTCTTCCCTGAAGACCCTGGAGCCCGAGCTGGGCACCCTGCAGGCCCGACTGGACCGGCT
GCTGCGCCGGCTGCAGCTCCTGATGTCCCGCCTGGCCCTGCCCCAGCCACCCCCGGACCCGCCGGLGLCC
CCGCTGGCGCCCCCCTCCTCAGCCTGGGGGGGCATCAGGGCCGCCCACGCCATCCTGGGGGGGCTGCACC
TGACACTTGACTGGGCCGTGAGGGGACTGCTGCTGCTGAAGACTCGGCTGTGACCCGGGGCCCAAAGCCA
CCACCGTE e ATTTATTTATTTATTTCAGTACTGGGGGCGAAACAGCCAGGTGA
TCCCCCCGCCATTATCTCCCCCTAGTTAGAGACAGTCCTTCCGTGAGGCCTGGGGGGCATCTGTGCCTTA
TTTATACTTATTTATTTCAGGAGCAGGGGTGGGAGGCAGGTGGACTCCTGGGTCCCCGAGGAGGAGGGGA
CTGGGGTCCCGGATTCTTGGGTCTCCAAGAAGTCTGTCCACAGACTTCTGCCCTGGCTCTTCCCCATCTA
TATTTATTTAAGCAATTACTTTTCATGTTGGGGTGGGGACGGAGGGGAA
AGGGAAGCCTGGGTTTTTGTACAAAAATGTGAGAAACCTTTGTGAGACAGAGAACAGGGAATTAAATGTG
TCATACATATCCACTTGAGGGCGATTTGTCTGAGAGCTGGGGCTGGATGCTTGGGTAACTGGGGCAGGGC
AGGTGGAGGGGAGACCTCCATTCAGGTGGAGGTCCCGAGTGGGCGGGGCAGCGACTGGGAGATGGGTCGG
TCACCCAGACAGCTCTGTGGAGGCAGGGTCTGAGCCTTGCCTGGGGCCCCGCACTGCATAGGGCCTTTTG
TTTGTTTTTTGAGATGGAGTCTCGCTCTGTTGCCTAGGCTGGAGTGCAGTGAGGCAATCTGAGGTCACTG
CAACCTCCACCTCCCGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGATTAGCTGGGATCACAGGTGTG
CACCACCATGCCCAGCTAATTATTTATTTCTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGC
CAGGCTGGTTTCGAACTCCTGACCTCAGGTGATCCTCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAG
GTGTGAGCCACCACACCTGACCCATAGGTCTTCAATAAATATTTAATGGAAGGTTCCACAAGTCACCCTG
TGATCAACAGTACCCGTATGGGACAAAGCTGCAAGGTCAAGATS
CAAACTGGAAACAATCTAGATATCCAACAGTGAGGGTTAAGCAACATGGTGCATCTGTGGATAGAACGCC
ACCCAGCCGCCCGGAGCAGGGACTGTCATTCAGGGAGGCTAAGGAGAGAGGCTTGCTTGGGATATAGAAA
GATATCCTGACATTGGCCAGGCATGGTGGCTCACGCCTGTAATCCTGGCACTTTGGGAGGACGAAGCGAG
TGGATCACTGAAGTCCAAGAGTTCGAGACCGGCCTGCGAGACATGGCAAAACCCTGTCTCAAAAANGAAA
GAATGATGTCCTGACATGAAACAGCAGGCTACAAAACCACTGCATGCTGTGATCCCAATTTTGTGTTTTT
CTTTCTATATATGGATTAAAACAAAAATCCTAAAGGGAAATACGCCAAAATGTTGACAATGACTGTCTCC
AGGTCAAAGGAGAGAGGTGGGATTGTGGGTGACTTTTAATGTGTATGATTGTCTGTATTTTACAGAATTT
CTGCCATGACTGTGTATTTTGCATGACACATTTTAAAAATAATAAACACTATTTTTAGAATAACAGAAAA
A [SEQ ID NO:1]

CCTTCCAAAGCCAGATCTT [SEQ ID NO:2]
GCCTGGGCAGGAACATATA [SEQ ID NO:3]
CCTGGGCAGGAACATATAT [SEQ ID NO:4]

GGTTCATTATGGCTGTGTT [SEQ ID NO:5]

Figure 11
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GCTGTAGCTGGTGAGAGGAAGTCCTAGAGGCTATGGACACTCTGCTGCTGGGATCACCGAGATGAGCAGC
AGCTGCTCAGGGCTGAGCAGGGTCCTGGTGGCCGTGGCTACAGCCCTGGTGTCTGCCTCCTCCCCCTGCC
CCCAGGCCTGGGGCCCCCCAGGGGTCCAGTATGGGCAGCCAGGGAGGTCCGTGAAGCTGTGTTGTCCTGG
AGTGACTGCCGGGGACCCAGTGTCCTGGTTTCGGGATGGGGAGCCARAGCTGCTCCAGGGACCTGACTCT
GGGCTAGGGCATGAACTGGTCCTGGCCCAGGCAGACAGCACTGATGAGGGCACCTACATCTGCCAGACCC
TGGATGGTGCACTTGGGGGCACAGTGACCCTGCAGCTGGGCTACCCTCCAGCCCGCCCTGTTGTCTCCTG
CCAAGCAGCCGACTATGAGAACTTCTCTTGCACTTGGAGTCCCAGCCAGATCAGCGGTTTACCCACCCGC
TACCTCACCTCCTACAGGAAGAAGACAGTCCTAGGAGCTGATAGCCAGAGGAGGAGTCCATCCACAGGGC
CCTGGCCATGCCCACAGGATCCCCTAGGGGCTGCCCGCTGTGTTGTCCACGGGGCTGAGTTCTGGAGCCA
GTACCGGATTAATGTGACTGAGGTGAACCCACTGGGTGCCAGCACACGCCTGCTGGATGTGAGCTTGCAG
AGCATCTTGCGCCCTGACCCACCCCAGGGCCTGCGGGTAGAGTCAGTACCAGGTTACCCCCGACGCCTGC
GAGCCAGCTGGACATACCCTGCCTCCTGGCCGTGCCAGCCCCACTTCCTGCTCAAGTTCCGTTTGCAGTA
CCGTCCGGCGCAGCATCCAGCCTGGTCCACGGTGGAGCCAGCTGGACTGGAGGAGGTGATCACAGATGCT
GTGGCTGGGCTGCCCCATGCTGTACGAGTCAGTGCCCGGGACTTTCTAGATGCTGGCACCTGGAGCACCT
GGAGCCCGGAGGCCTGGGGAACTCCGAGCACTGGEAD . CCAGCATGGGGCCAGCT
ACACACGCAGCCAGAGGTGGAGCCTCAGGTGGACAGCCCTGCTCCTCCAAGGCCCTCCCTCCAACCACAC
CCTCGGCTACTTGATCACAGGGACTCTGTGGAGCAGGTAGCTGTGC TG
TCCTGGGACTGGTGGCTGGGGCCCTGGCACTGGGGCTCTGGCTGAGGCTGAGACGGGGTGGGAAGGATGG
ATCCCCAAAGCCTGGGTTCTTGGCCTCAGTGAT TCCAGTGGACAGGCGTCCAGGAGCTCCAAACCTGTAG
AGGACCCAGGAGGGCTTCGGCAGATTCCACCTATAATTCTGTCTTGCTGGTGTGGATAGAAACCAGH
GA CIATGGTTGGATCTCAGCTGGAAGTTCTGTTTGGAGCCCATTTCTGTGAGACCCTGTA
GCAGCTGAAAGGTGCTTGTACCTCTGATTTCACCCCAGAGTTGGAGTTICT
TGTGTACATCTGTGTCCATGTGTGACCATGTGTCTGTGAAGGCCAGGGAACATGTATTCCT
TGTATGTAGGTGCCTGGGAGTGTGTGTGGTCCTTGCTCTGGCCCTTTCCCTTGCAGGGTTG
TGCAGGTGTGAATAAA [SEQ ID NO:6]

GGACCATACCAAAGGAGAT [SEQ ID NO:7]
GCGTCTTTGGGAATCCTTT [SEQ ID NO:8]
GCAGGACAGTAGATCCCT [SEQ ID NO:9]

GCTCAAGGAACGTGTGTAA [SEQ ID NO:10]

Figure 12
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INTERNATIONAL SEARCH REPORT

International application No

PCT/EP2016/081430

A. CLASSIFICATION OF SUBJECT MATTER
INV. CO7K16/24 CO7K16/28 A61K39/00
ADD.

According to International Patent Classification (IPC) or to both national classification and IPC

B. FIELDS SEARCHED

Minimum documentation searched (classification system followed by classification symbols)

Co7K CI1Z2N A61K

Documentation searched other than minimum documentation to the extent that such documents are included in the fields searched

Electronic data base consulted during the international search (hame of data base and, where practicable, search terms used)

EPO-Internal, WPI Data

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category™ Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim No.

A M. OBANA ET AL: "Therapeutic Activation 1-34
of Signal Transducer and Activator of
Transcription 3 by Interleukin-11
Ameliorates Cardiac Fibrosis After
Myocardial Infarction",

CIRCULATION,

vol. 121, no. 5,

9 February 2010 (2010-02-09), pages
684-691, XP055359357,

ISSN: 0009-7322, DOI:
10.1161/CIRCULATIONAHA.109.893677

page 685, left-hand column, paragraphs
1-3,5

page 686, right-hand column, paragraph 1 -
page 687, right-hand column, paragraph 2;
figure 2

page 689, left-hand column, paragraph 1 -
page 690, right-hand column, paragraph 2

_/_-

Further documents are listed in the continuation of Box C. See patent family annex.

* Special categories of cited documents : X ) . . e
"T" later document published after the international filing date or priority
date and not in conflict with the application but cited to understand

"A" document defining the general state of the art which is not considered the principle or theory underlying the invention

to be of particular relevance

"E" earlier application or patent but published on or after the international "X" document of particular relevance; the claimed invention cannot be
filing date considered novel or cannot be considered to involve an inventive

"L" document which may throw doubts on priority claim(s) or which is step when the document is taken alone
cited to establish the publication date of another citation or other "Y* document of particular relevance; the claimed invention cannot be
speoial reason (as speoified) considered to involve an inventive step when the document is

"O" document referring to an oral disclosure, use, exhibition or other combined with one or more other such documents, such combination
means being obvious to a person skilled in the art

"P" document published prior to the international filing date but later than
the priority date claimed

&" document member of the same patent family

Date of the actual completion of the international search Date of mailing of the international search report
7 April 2017 18/04/2017
Name and mailing address of the ISA/ Authorized officer

European Patent Office, P.B. 5818 Patentlaan 2
NL - 2280 HV Rijswijk

Tel. (+31-70) 340-2040, .
Fax: (+31-70) 340-3016 Page, Michael

Form PCT/ISA/210 (second sheet) (April 2005)

page 1 of 2
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INTERNATIONAL SEARCH REPORT

International application No

PCT/EP2016/081430

C(Continuation). DOCUMENTS CONSIDERED TO BE RELEVANT

Category™

Citation of document, with indication, where appropriate, of the relevant passages

Relevant to claim No.

A

M Stangou ET AL: "Effect of IL-11 on
glomerular expression of TGF-beta and
extracellular matrix in nephrotoxic
nephritis in Wistar Kyoto rats",

J Nephrol,

1 January 2011 (2011-01-01), pages
106-111, XP055359363,

Retrieved from the Internet:

URL:http://www.ncbi.nIm.nih.gov/pubmed/206

40990
[retrieved on 2017-03-28]
abstract

page 106, right-hand column, paragraph 1-3
page 107, right-hand column, paragraph 4 -

page 108, right-hand column, paragraph 1

page 109, left-hand column, paragraph 1 -

right-hand column, paragraph 1

page 110, left-hand column, paragraph 2
US 20107093976 Al (AZUMA JUNICHI [JP] ET
AL) 15 April 2010 (2010-04-15)
paragraphs [0001], [0019], [0086],
[0087]; claims 8,9; figure 10

AHROM HAM ET AL: "Critical Role of
Interleukin-11 in Isoflurane-mediated
Protection against Ischemic Acute Kidney
Injury in Mice",

ANESTHESIOLOGY.,

vol. 119, no. 6,

1 December 2013 (2013-12-01), pages
1389-1401, XP055359340,

PHILADELPHIA, PA, US

ISSN: 0003-3022, DOI:
10.1097/ALN.0b013e3182a950da

page 7, paragraph 4 - page 8, paragraph 5

WO 98/36061 A2 (UNIV MANCHESTER [GB];
FERGUSON MARK WILLIAM JAMES [GB]; KANE
SHARON 0) 20 August 1998 (1998-08-20)
page 6, paragraph 2 - page 11, paragraph
1; claims 1,5

WO 00/78336 Al (GENETICS INST [US]; UNIV
JOHNS HOPKINS [US])

28 December 2000 (2000-12-28)

page 1, lines 13,14

page 5, line 27 - page 6, line 32

page 15, lines 19-23; claims
13,14,17,21,22

1-34

1-34

1-34

1-34

1-34

Form PCT/ISA/210 (continuation of second sheet) (April 2005)

page 2 of 2
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INTERNATIONAL SEARCH REPORT

Information on patent family members

International application No

PCT/EP2016/081430
Patent document Publication Patent family Publication
cited in search report date member(s) date

US 2010093976 Al 15-04-2010 EP 2077116 Al 08-07-2009
JP 5191393 B2 08-05-2013
US 2010093976 Al 15-04-2010
WO 2008050789 Al 02-05-2008
WO 9836061 A2 20-08-1998 AU 6220398 A 08-09-1998
WO 9836061 A2 20-08-1998
WO 0078336 Al 28-12-2000 AU 5756100 A 09-01-2001
WO 0078336 Al 28-12-2000

Form PCT/ISA/210 (patent family annex) (April 2005)
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PATENT COOPERATION TREATY

From the INTERNATIONAL SEARCHING AUTHORITY PCT

To
Clegg, Richard NOTIFICATION OF TRANSMITTAL OF
MEWBUAN ELLIS LLP RECEIVED THE INTERNATIONAL SEARCH REPORT AND
i Tower THE WRITTEN OPINION OF THE INTERNATIONAL
403'3 ol Stoet i p SEARCHING AUTHORITY, OR THE DECLARATION

asing ree

London 8 A R 2017

Greater London EC2V 5

»
e U MEWBURN ELLIS LLP
i (PCT Rule 44.1)

Date of mailing
{day/month/year)

18 Apnl 2017 (18-04-2017)

Apphcant's or agent's file reference

RIC/FP7230618 FOR FURTHER ACTION See paragraphs 1 and 4 below
International application No International filing date

PCT/EP2016/081430 (daylmonthyear) 16 December 2016 (16-12-2016)
Applicant

SINGAPORE HEALTH SERVICES PTE LTD

1 The applicant 18 hereby notified that the international search repart and the written opinion of the International Searching
Authority have been established and are transmitted herewith

Filing of amendments and statement under Article 19:
The applicant is entitled, 1f he so wishes, to amend the claims of the International Application (see Rule 46)

When? The time limit for filing such amendments 18 normally two months from the date of transmittal of the
International Search Report

How? Directly to the Intemational Bureau of WIPO, 34 chemin des Colombettes
1211 Geneva 20, Switzerland, Fascimile No (41-22) 338 82 70

For more detailed instructions, see PCT Applicants Guide, International Phase, paragraphs 9 004 -9 011

2 D The applicant 1s hereby notified that no international search report will be established and that the declaration under
Article 17(2)(a) to that effect and the written opinion of the International Searching Authonty are transmutted herewith

3 D With regard to any protest against payment of (an) additional fee(s) under Rule 40 2, the applicant is notified that

D the protest together with the decision thereon has been transmitted to the International Bureau together with any
applicant's request to forward the texts of both the protest and the decision thereon to the designated Offices

l:] no decision has been made yet on the protest, the applicant will be nohfied as soon as a decision 13 made

4 Reminders

The applicant may submit comments on an informal basis on the written opinion of the International Searching Authority
to the International Bureau These comments will be made available to the public after international publication The
International Bureau will send a copy of such comments to all designated Offices uniess an international preliminary
examination report has been orts to be established

Shortly after the expiration of 18 months from the priority date, the international application will be published by the
International Bureau If the applicant wishes to avoid or postpone publication, a notice of withdrawal of the international
application, or of the priority claim, must reach the Intemational Bureau before the completion of the techmical preparations for
international publication (Rules 90bis 1 and 90bis 3)

Within 19 months from the priority date, but only in respect of some designated Offices, a demand for international preliminary
examination must be filed if the applicant wishes to postpone the entry into the national phase until 30 months from the prionty
date (in some Offices even later), otherwise, the applicant must, within 20 manths from the prionty date, perform the
prescnbed acts for entry into the national phase before those designated Offices In respect of other designated Offices, the
time imit of 30 months (or later) will apply even if no demand s filed within 19 months For details about the applicable time
limits, Office by Office, see www wipo int/pct/enftextstime_limits html and the PCT Applicant's Guide, National Chapters.

Within 19 months from the priority date, the applicant may request that a supplementary international search be carried
out by a different International Searching Authonty that offers this service (Rule 45bis 1) The procedure for requesting
supplementary international search 1s descnbed in the PCT Applicants Guide, Intemational Phase, paragraphs 8.006-8 032

Name and mailing address of the International Searching Authonty | Authonzed officer

European Patent Office, P B 5818 Patentlaan 2 NGER. Monik
NL-2280 HV Riswik LA , Monika
. 0 Tol (+31-70) 340-2040 Tel +49 (0)89 2399-8205
e’ Fax (+31-70) 340-3016

Form PCT/ISA/220 (July 2014)
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PATENT COOPERATION TREATY

PCT

INTERNATIONAL SEARCH REPORT

(PCT Article 18 and Rules 43 and 44)

Applicant's or agent's file reference FOR FURTHER see Form PCT/ASA220
RIC/FP7230618 ACTION as well as, where applicable, item 5 below
International application No International filing date (day/month/year) (Earliest) Prionty Date (day/month/year)
PCT/EP2016/081430 16 December 2016 (16-12-2016) 16 December 2015 (16-12-2015)
Applicant

SINGAPORE HEALTH SERVICES PTE LTD

This international search report has been prepared by this International Searching Authonty and 1s transmitted to the applicant
according to Articte 18 A copy I1s being transmitted to the International Bureau

This international search report consists of a total of J sheets
It 13 also accompanied by a copy of each prior art document cited in this report

1 Basis of the report
a Withregard to the language, the international search was carned out on the basis of

the international application n the language in which it was filed

D atranslation of the international application into , which 1s the language
of a translation furnished for the purposes of international search (Rules 12 3(a) and 23.1(b))

b D This international search report has been established taking into account the rectification of an obvious mistake
authonzed by or notified to this Authonty under Rule 91 (Rule 43 6bis(a))

c With regard to any nucleotide and/or amino acid sequence disclosed in the international application, see Box No I.
2 E] Certain claims were found unsearchable (See Box No 1)
3 [ unityofinvention is lacking (see Box No Iil)

4 Withregard to the title,
the text 1s approved as submitted by the applicant
I___] the text has been established by this Authonty to read as follows

§ Withregard to the abstract,
the text 1s approved as submitted by the applicant

D the text has been established, according to Rule 38 2, by this Authorty as it appears in Box No 1V The applicant
may, within one month from the date of mailing of this international search report, submit comments to this Authonty

6 Withregard to the drawings,
a the figure of the drawings to be published with the abstract 1s Figure No 1
as suggested by the applicant
D as selocted by this Authonty, because the applicant failled to suggest a figure
D as selected by this Authonty, because this figure better charactenzes the tnvention
b D none of the figures is to be published with the abstract

Form PCT/SA/210 (first sheet) (January 2015)
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International application No

INTERNATIONAL SEARCH REPORT PCT/EP2016/081430

Box No. | Nucleotide and/or amino acid sequence(s) (Continuation of item 1.c of the first sheet)

1 With regard to any nucleotide and/or amino acid sequence disclosed in the international application, the international search was
carned out on the basis of a sequence listing

a. forming part of the international application as filed
in the form of an Annex C/ST 25 text file

D on paper or in the form of an image file

b D furnished together with the international application under PCT Rule 13ter 1(a) for the purposes of international search
only in the form of an Annex C/ST 25 text file

c D furmished subsequent to the international filing date for the purposes of international search only

D in the form of an Annex G/ST 25 text file (Rule 13fer 1(a))

D on paper or in the form of an image file (Rule 13fer 1(b) and Administrative Instructions, Section 713)

2 D In addition, in the case that more than one version or copy of a sequence listing has been filed or furnished, the required
statements that the information in the subsequent or additional copies 1s identical to that forming part of the application as
filted or does not go beyond the application as filed, as appropriate, were furnished

3 Additional comments

Form PCT/iSA/210 (continuation of first sheet (1)) (January 2015)
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INTERNATIONAL SEARCH REPORT

International application No

PCT/EP2016/081430
A. CLASSIFICATION OF SUBJECT MATTER
INV. CO7K16/24 CO7K16/28 A61K39/00
ADD.
According to International Patent Classification (IPC) or to both national classification and IPC
B. FIELDS SEARCHED
Minimum documentation searched (c!| 1 systemn d by classification symbols)
CO7K Cl12N A61K
Documentation searched other than minimum documentation to the extent that such ds ts are included in the fields hed

EPO-Internal, WPI Data

Electronio data base consulted dunng the intemational search (name of data base and, where practicable, search terms used)

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category™

Crtation of document, with indication, where appropnate, of the relevant passages

Relevant to claim No

A M. OBANA ET AL:

Myocardial Infarction",
CIRCULATION,
vol. 121, no. 5,

684-691, XP055359357,
ISSN: 0009-7322, DOI:
1-3,5

figure 2

9 February 2010 (2010-02-09), pages
10.1161/CIRCULATIONAHA.109.893677
page 685, left-hand column, paragraphs

page 686, right-hand column, paragraph 1 -
page 687, right-hand column, paragraph 2;

page 689, left-hand column, paragraph 1 -
page 690, right-hand column, paragraph 2

-/--

"Therapeutic Activation 1-34
of Signal Transducer and Activator of
Transcription 3 by Interleukin-11
Ameliorates Cardiac Fibrosis After

Further documents are listed in the continuation of Box C

See patent family annex

" Special categories of cited documents

*A* document defining the general state of the art which is not considered
to be of partioular relevance

‘E* earhier application or patent but published cn or after the intemational

filing date .
‘L* document which may throw doubts on pnorty clmm(s) orwhich is
cited to 1 th blication date of anoth tion or other

speoial reason (as sp’écmed)

‘0" document refernng to an oral disclosure, use, exhibition or other
means

*P* document published pnor to the intemational filing date but later than
the prionty date claimed

T* later document published after the intemational filing date or prionty
date and not tn confiict with the application but cited to understand
the principle or theory underlying the invention

*X* document of particular relevance, the claimed invention cannot be