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(57) ABSTRACT

This disclosure provides systems and methods for sample
processing and data analysis. Sample processing may
include nucleic acid sample processing and subsequent
sequencing. Some or all of a nucleic acid sample may be
sequenced to provide sequence information, which may be
stored or otherwise maintained in an electronic storage
location. The sequence information may be analyzed with
the aid of a computer processor, and the analyzed sequence
information may be stored in an electronic storage location
that may include a pool or collection of sequence informa-
tion and analyzed sequence information generated from the
nucleic acid sample. Methods and systems of the present
disclosure can be used, for example, for the analysis of a
nucleic acid sample, for producing one or more libraries, and
for producing biomedical reports. Methods and systems of
the disclosure can aid in the diagnosis, monitoring, treat-
ment, and prevention of one or more diseases and condi-
tions.
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