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 ABSTRACT 

 

Molecular Engineering of Novel Nucleotide Analogues for 

DNA Sequencing and Analysis 

 

                            Jia GUO 

 

                             

DNA sequencing by synthesis (SBS) on a solid surface during the polymerase 

reaction can decipher multiple DNA sequences in parallel. The first part of this thesis 

presents the development of a DNA sequencing method that is a hybrid between the 

Sanger dideoxy chain terminating reaction and SBS. In this approach, four nucleotides, 

modified as reversible terminators by capping the 3’-OH group with a small reversible 

moiety so that they are still recognized by DNA polymerase as substrates to extend the 

DNA chain, are used in combination with a small percentage of four cleavable 

fluorescent dideoxynucleotides to perform SBS. Sequences are determined by the unique 

fluorescence emission of each fluorophore on the DNA products terminated by ddNTPs. 

Upon removing the 3’-OH capping group from the DNA products generated by 

incorporating the 3’-O-modified dNTPs and the fluorophore from the DNA products 

terminated with the ddNTPs, the polymerase reaction reinitiates to continue the sequence 

determination. Various DNA templates, including those with homopolymer regions were 

accurately sequenced with readlengths of over 30 bases using this hybrid SBS method on 
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a chip and a four-color fluorescent scanner. To further extend the read-length of this 

hybrid sequencing method, a consecutive DNA sequencing by primer reset approach is 

developed. Upon removing the sequenced DNA strand and reattaching the original 

primer to allow the extension of this primer with a combination of natural and modified 

nucleotide analogues to the end of the first round sequence, the hybrid SBS can be carried 

out from that point to decipher the adjacent cluster of bases on the template. The 

sequencing read-length of a DNA template immobilized on a chip is almost doubled 

using this primer reset approach.   

Single nucleotide polymorphisms (SNPs) are important markers for disease gene 

identification and for pharmacogenetic studies. The second part of this thesis describes 

the design, synthesis and evaluation of a chemically cleavable biotinylated nucleotide 

analogue, ddATP-N3-biotin, for multiplex SNP analysis by MALDI-TOF MS. This 

nucleotide analogue has a biotin moiety attached to the 7-position of 

2’,3’-dideoxyadenosine 5'-triphosphate through a chemically cleavable azide-based linker. 

We have demonstrated that this ddATP-N3-biotin is faithfully incorporated by the DNA 

polymerase Thermo Sequenase. The generated DNA extension products can be 

efficiently isolated by a streptavidin-coated surface and recovered under a mild chemical 

cleavage conditions. Single and mutiple primer extension reactions were performed using 

ddATP-N3-biotin to generate and isolate DNA extension products for MALDI-TOF MS 

analysis.  

DNA microarray technology offers a paradigm for the study of genome-wide 

patterns of gene expression. The cDNA labeling step plays an important role in the 

accuracy and reproducibility of a microarray experiment. The third part of this thesis 
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focuses on the development of a click chemistry based cDNA labeling strategy for 

microarray analysis. In this approach, azide modified nucleotide analogues along with 

natural nucleotides are incorporated in reverse transcription reactions with RNA samples 

as templates. The azide groups on the generated cDNAs are coupled with alkyne 

functionalized fluorophores by click chemistry. Due to the high stability of the azide and 

alkyne groups in aqeous solution, the cDNAs are labeled efficiently with sufficient 

amount of the fluorescent molecules for microarray analysis using this approach.  

 

 

 

 

 

  

 

Page ef 

 

Find authenticated court documents without watermarks at docketalarm.com. 

https://www.docketalarm.com/


Real-Time Litigation Alerts
	� Keep your litigation team up-to-date with real-time  

alerts and advanced team management tools built for  
the enterprise, all while greatly reducing PACER spend.

	� Our comprehensive service means we can handle Federal, 
State, and Administrative courts across the country.

Advanced Docket Research
	� With over 230 million records, Docket Alarm’s cloud-native 

docket research platform finds what other services can’t. 
Coverage includes Federal, State, plus PTAB, TTAB, ITC  
and NLRB decisions, all in one place.

	� Identify arguments that have been successful in the past 
with full text, pinpoint searching. Link to case law cited  
within any court document via Fastcase.

Analytics At Your Fingertips
	� Learn what happened the last time a particular judge,  

opposing counsel or company faced cases similar to yours.

	� Advanced out-of-the-box PTAB and TTAB analytics are  
always at your fingertips.

Docket Alarm provides insights to develop a more  

informed litigation strategy and the peace of mind of 

knowing you’re on top of things.

Explore Litigation 
Insights

®

WHAT WILL YOU BUILD?  |  sales@docketalarm.com  |  1-866-77-FASTCASE

API
Docket Alarm offers a powerful API 
(application programming inter-
face) to developers that want to 
integrate case filings into their apps.

LAW FIRMS
Build custom dashboards for your 
attorneys and clients with live data 
direct from the court.

Automate many repetitive legal  
tasks like conflict checks, document 
management, and marketing.

FINANCIAL INSTITUTIONS
Litigation and bankruptcy checks 
for companies and debtors.

E-DISCOVERY AND  
LEGAL VENDORS
Sync your system to PACER to  
automate legal marketing.


