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[57] ABSTRACT 

An iterative and regenerative method for sequencing DNA is 
described. This method sequences DNA in discrete intervals 
starting at one end of a double stranded DNA segment. This 
method overcomes problems inherent in other sequencing 
methods, including the need for gel resolution of DNA 
fragments and the generation of artifacts caused by single
stranded DNA secondary structures. A particular advantage 
of this invention is that it can create offset collections of 
DNA segments and sequence the segments in parallel to 
provide continuous sequence information over long inter
vals. This method is also suitable for automation and mul
tiplex automation to sequence large sets of segments. 
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