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evolution of affinity and stability of grafted amyloid-motif domain antibodies”, Protein Eng Des 
Sel, 28, 339 (2015). [20] 
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Buxbaum, J.N.,* “Mechanisms of transthyretin inhibition of Ab aggregation in vitro”, J Neurosci, 
33, 19423 (2013). [85] 
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Biomol Eng, 3, 263 (2012). [106]
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47. Posada, D., Tessier, P.M., Hirsa, A.H.,* “Removal versus fragmentation of amyloid-forming
precursors via membrane filtration”, Biotech Bioeng, 109, 840 (2012). [7]

48. Sule, S.V., Sukumar, M., Weiss, W.F., Marcelino-Cruz, A.M., Sample, T.,† Tessier, P.M.,* "High-
throughput analysis of concentration-dependent antibody self-association", Biophys J, 101, 1749
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