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29. Li, X., Geng, S.B., Chiu, M.L., Saro, D., Tessier, P.M.,* “High-throughput assay for measuring 
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33, 19423 (2013). [85] 
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38. Tiller, K.E., Tessier, P.M.,* “Lifting the veil on amyloid drug design”, eLife, 2, e00857 (2013). [4] 
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determining regions”, Protein Eng Des Sel, 12, 591 (2012). [101] 
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44. Perchiacca, J.M., Tessier, P.M.,* “Engineering aggregation-resistant antibodies”, Ann Rev Chem
Biomol Eng, 3, 263 (2012). [106]

45. Sule, S.V., Cheung, J., Antochshuk, V., Bhalla, A., Narasimhan, C., Blaisdell, S., Shameem, M.,
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46. Perchiacca, J.M., Ladiwala, A.R.A, Bhattacharya, M.B., Tessier, P.M.,* "Structure-based design of
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(2012). [112]

47. Posada, D., Tessier, P.M., Hirsa, A.H.,* “Removal versus fragmentation of amyloid-forming
precursors via membrane filtration”, Biotech Bioeng, 109, 840 (2012). [7]

48. Sule, S.V., Sukumar, M., Weiss, W.F., Marcelino-Cruz, A.M., Sample, T.,† Tessier, P.M.,* "High-
throughput analysis of concentration-dependent antibody self-association", Biophys J, 101, 1749
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49. Marcelino-Cruz, A.M., Bhattacharya, M., Anselmo, A.,† Tessier, P.M.,* “Site-specific structural
analysis of a yeast prion strain with species-specific seeding activity”, Prion, 3, 208 (2011). [6]
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51. Perchiacca, J.M., Bhattacharya, M., Tessier, P.M.,* “Mutational analysis of domain antibodies
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(2009). [12]
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[62]
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