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1028 U.S. Patent Application No. 15/076,565 March 21, 2016 TrackOne 
Request 

1029 U.S. Patent Application No. 15/076,565 April 29, 2016 Application 
Data Sheet 

1030 U.S. Patent Application No. 15/076,565 June 10, 2016 TrackOne 
Request Granted 

1031 U.S. Patent Application No. 15/076,565 June 15, 2017 Notice of 
Allowance 

1032 U.S. Patent Application No. 15/076,565 February 9, 2017 Non-Final 
Rejection 

1033 U.S. Patent Application No. 15/076,565 February 9, 2017 List of 
References Cited by Examiner 

1034 U.S. Patent Application No. 15/076,565 February 9, 2017 List of 
References Cited by Applicant and Considered by Examiner 

1035 U.S. Patent Application No. 15/076,565 May 9, 2017 Amendment 
and Response to Non-Final Office Action 

1036 U.S. Provisional 61/696,734 

1037 U.S. Provisional 61/704,400 

1038 U.S. Provisional 61/793,997 

1039 U.S. Provisional 61/845,987 

1040 PCT/US2013/058061 

1041 U.S. Patent Application No. 13/969,260 

1042 U.S. Provisional 61/948,530 

f 

 

Find authenticated court documents without watermarks at docketalarm.com. 

https://www.docketalarm.com/


 

1043 Sparks et al., “Selective analysis of cell-free DNA in maternal blood 
for evaluation of fetal trisomy,” Prenat. Diagn. 2012, 32(1), 3-9 
(“Sparks”) 

1044 U.S. Patent No. 8,209,130 (“Kennedy”) 

1045 April 5, 2018 Memorandum from Deputy Commissioner for Patent 
Examination Policy to Patent Examining Corps 

1046 Mertes et al., “Targeted enrichment of genomic DNA regions for 
next-generation sequencing,” Brief Funct. Genomics 2011, 10(6), 
374-386 (“Mertes”) 

1047 Schmitt et al., “Detection of ultra-rare mutations by next-generation 
sequencing,” Proc. Natl. Acad. Sci. USA 2012, 109(36), 14508-14513 
(“Schmitt 2012”) 
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