Microsomal triglyceride transfer protein

Microsomal triglyceride transfer protein

ifitie

wmrre U ABL, MTP

3 61

seneCards: MTTP Gene !

7

« lipid transporteractivity !
«lipid:binding 181
* apdlipopretein binding ©l

« proteinheterodimerization activity

[

[10]

« endoplasmic reticutom Tunten
+yough endop]asmi% reticulum 12
* Giolgi apparatus

* basolateral plasma weinbrane b
+ brush border membrane

» microvillus membrane

“vmembrare-bounded vesicle “71

«protein liptdation L8]

*lipid uictabgljc Process 19]

« wiglyceride metabolic process :201
* lipoprotein metabolic process 12
* cholesterol homeostasis o

« lipuprotein transport (24,
small molecule metabolic process

¥

(24

*TESPOASE [0 CalCuuT IO,

Sources: Amigo 1261 1 GuickGO (271

sion pattern

205675 _at

fereflaz Tissues

y : . 28
 More reference expression data 28]

e

Mouse

17777 130

ENSMUSG00000028158 12!

008601 4

NM_001163457 13

Find authenticated court documents without watermarks at docketalarm.com.



https://www.docketalarm.com/

M

crosomal triglyceride transfi

* protein

Np_oo044 7 NP 001156929 18

hr 4 Chr %

138.09 — 138,14 v )

£

Microsomal triglyceride transfer protein large subunit is a protein that in humans is encoded by the MTTP
[

géne.‘m

MTP encodes the large subunit of the heterodimeric microsomal triglyceride fransfer protein. Protein disulfi

isomerase (PDD) completes the heterodimeric microsomal iaglyceride gansfer protein. which has been shown to

play a central role in hpoprotein assembly. Mutations in MTP can cause zahcm!ipopmtoincmiﬂ,”

Apoprotein B48 on chylomicra and Apoprotein B100 on LDL, IDL. and VLDL are important for MTP binding.
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Pharmacology

Drogs that intubit MTTP preventthe-assembly ot -apo-b-contatning-hipoprotems-thus—minbibig-the Synthesisol-

chylomicrons and VLDL and leading to decrease in plasma levels of LDL-C.

+ Lomitapide (Juxtapid) was approved by the US FDA for adjunctive treatment of homozygous familial

hypercholesterolemia.

» Dirlotapide (Slentrol) and mitratapide ( Yarvilan) are velerinary drugs for the management of obesily in dogs.
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