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Grounds of Unpatentability

Ground | Claims Description

1 1-6. 8-12 Anticipated under 35 U.S.C. § 102(e) by Lo IT

2 7 Obvious under 35 U.S.C. § 103 over Lo II. Hillier. and/or
Smith

3 13. 16 Obvious under 35 U.S.C. § 103 over Lo Il and Wang

4 14 Obvious under 35 U.S.C. § 103 over Lo II. Shimkets.
and/or Dohm

5 15 Obvious under 35 U.S.C. § 103 over Lo I and Quake

6 17 Obvious under 35 U.S.C. § 103 over Lo II. Wang. Hillier.

and/or Smith

Paper 1, p. 4
Paper 7, pp. 3, 21-22
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Claim Construction

Sequenom submits proposed constructions for several claim terms. Pet. 8-
12: see also Ex. 1010 99 29-36. Except for the terms “window™ and “sliding
window.” the claim terms construed by Sequenom are defined either expressly in
the "415 patent specification. or are defined expressly in the claims in which they

appear. See Pet. 8-12.

Paper 7, p. 7
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1. A method of testing for an abnormal distribution of a
specified chromosome portion in a mixed sample of normally
and abnormally distributed chromosome portions obtained
from a subject, comprising;

(a) sequencing DMNA from the mixed sample to obtain
sequences from multiple chromosome portions, wherein
said sequences comprise a number of sequence tags of
sufficient length of determined sequence to be assigned
to a chromosome location within a genome;

(b) assigning the sequence tags to corresponding chromo-
some portions including at least the specified chromo-
some by comparing the determined sequence of the
sequence tags to a reference genomic sequence:;

(¢) determining values for numbers of sequence tags map-
ping to chromosome portions by using a number of
windows of defined length within normally and abnor-
mallv distributed chromosome portions to obtain a first
value and a second value therefrom; and

(d) using the values from step (¢) to determine a differen-
tial, between the first value and the second value, which
15 determinative of whether or not the abnormal distr-
bution exists.

Ex. 1001,
Claim 1
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